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ML VALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFS WYLHYSQQAIFNYINYIERNSQFNERAQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ

MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ
Pl DLttt

TR AN BUARTA L

VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLT KKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK

A IR0 DR LT VRN LA S AL VLU LV

HKQFIMNRIYDSGIKFPDRIMALITGDVKE NEQFKERVKEIWIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYIMPLKRLNLPLFVIKGIT

Ve SRR TV TRONR KL UMDY RSESEH LPHE

IIVLALFAQYTNYAPSAVRAIIMTTLVL ITKQIKIKBIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLEL AQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ

OSHLELTHALAOH W ALV IR L DILH TV LN LSE

QLSKLQSLFIITFIAQLASFIVAIPRFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH
QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH
QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH

I
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LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIIYNKG|

(OO LKL DRAESHRDSEL A ACKRIER 1 TORALL L
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YSSNTLMLLSKLSHKYNIKLWDVRQOVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
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X non conserved
B similar
>507% conserved
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