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AR AT GTE 1 DINEY DDA 1 1 LR LMD

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGRJIDCVM
IDCVM

MQQLKTKRVGIYVRVSTEMQSTEGYSIDGQINQIKEYCDFHHFEVKDIYADRGISGKSMNRPELQR LKDAKEGHM

TRUATLLANEDLRIVEER AER TS L LASEHRIVEIE FRAE 1O

VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN|
VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN
PELL e rrrrrrrrrrrnt

LR RNV A VA 5 LAV G

LPLGYDKIPISKHELMINQHEANIVKYIFEMYAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK
LPLGYDKIPWSKHELMINQHEANIVKYIFE YAKGHGYRKIANALNHKGYVTKKGKPFSISSITYILANPFYIGKIQFAK
Pt

WD LY A i L R RS T 1 A2 RSTITL

YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD

YKDWSEKRRKGLNDKPVIAEGKHSPIINQDLWDKVQMRKKQVSQKPQVHGKGTNLLTGIIHCPQCGAPMAASNTTNTLKD
Prrrrrrrrr ettt et rrrnnd

AR ERI S AR EDY RULE SR CRV ARG AD A A

GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYD
GTKKRIRYYSCSNFRNKGSKVCSANSVRADVIEDYVMKQILEIVKSDKVIQRVVTHVNQENQVDGAALHHDIAYKQQQYD
PELLE e rrrrrrrrrrnt

LT ELTS i CTERLDL T LR A R DR

EVQIK NNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDK LFDAKEISKLLQHIFHDIKHIEKSRLK
EVQIK NNLIKTIEDNPDLTSVIRPSIQKYEKQLNDITNQINQLKNQQNEDKIJLFDAKEISKLLQHIFHDIKHIEKSRLK

AL R EAREVTLAE WL S YT

ALYLSVIDRIDIKKDGNHKKQFYVTLKLNNEITIKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 542
ALYLSVIDRIDIKKDGNHKKQFYVTLKLNNEITKQLFNNKQLDEVHLSTSSLFLPQTLYLTI 542
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