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NTDB id 170503 GS3922 RS03375 WP 063165179.1 .MQEQQSLALDGRTFMKGTCLAVIFHNEETLYTVVRIRVEETNEAAAEEEVVVTGYFPRLNEGDVYVFYGQFRQHPRFGR 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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V IHQYLSSDGLFEKGIGKKTAAEAE IVEKAKLGDENSAIANKTI LARDAPESAVLRYDRVPKRLSTKKQKADKQTLAYEGATLCQARHEQG
NTDB id 170503 GS3922 RS03375 WP 063165179.1 QYAAEQFRKQLPNTKEGVIHYLSSGLFKGIGKKTAAAIVEALGENAIATILRDPEALRRVPKLTKQKAKQLYETLCAHEG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !* !!*!*! *! !!!!*!*!!!! !! !!!!!!! !! !!* !! !! !* ! !!*!*! !! ! !* ! !
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NTDB id 170503 GS3922 RS03375 WP 063165179.1 LEQTMIALAQLGFGPQLAMKIYQVYGEETMDIIHENPYQLVEDIEGIGFGRADELGRQLGISGSHPARLRAACLFVLEQA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!! !! ! ! !!!!!! !!!!! ! !!** !*!!!!!!! !*!!!!!!*!!!!! *!*!! !! !**!!*!* !!
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NTDB id 170503 GS3922 RS03375 WP 063165179.1 CLQEGHVYMKEEELIGRMAELLGGR..ENGAVDGQAIGQTLLMLSEEGKMIMEQSRCYLPSLYFAEKGIASNIQRLLRQT 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !! !!! !* ! !! !! **! * ** ** ! ! ***! !!! !!!**!! *! * ** !!
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NTDB id 170503 GS3922 RS03375 WP 063165179.1 .PPSAFAESEFLLALGALEERLGMQYAPQQKEAIQQALSSPLFILTGGPGTGKTTVIKGIVELFAALHGLSLDPADYKND 396
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus *** !*!!!!!!!!! !!!!* *!!!! !!!!!! !!!!!* *!!!!!!!!!!!!!*!!!!!** !!!*!!!! !! !
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NTDB id 170503 GS3922 RS03375 WP 063165179.1 EPFPVLLAAPTGRAAKRMSEATGLPAATIHRLLGWNGVEGFSRDENEPIAGKLLVVDEVSMVDTWLANQLLKAVPDGMQV 476
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus !*!!**!!!!!!!!!!!!!! !!!!! !!!!!!!!!! !!!** ! !! !!!!**!! !!*! !!!!*! !!*!!**!*
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NTDB id 170503 GS3922 RS03375 WP 063165179.1 IFVGDEDQLPSVGPGQVLKDLLESGVVPSVKLTEVYRQAEGSSIIELAHAMKRGVVPADLTAPKADRSFIRCRAGQVADV 556
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus ! !!!!!!!!!!!!!!!!*!!! ! !*!*!*!!**!!!!!!!!!*!!!! !! !**! !!!! !!!!!!! * !* *!
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NTDB id 170503 GS3922 RS03375 WP 063165179.1 VRQIADNARNKGFSVKDIQVLAPMYRGPAGIDQLNKVLQGLFNPPADGKRELSVGDVVYRVGDKVLQLVNQPEDNVFNGD 636
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus ! * !! !!** !!!!!!!!!!!!*!!! !! *!! * !!! * *!!! !!!!!! !!!*!!!!!!!! !!!!!!
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NTDB id 170503 GS3922 RS03375 WP 063165179.1 IGEVVAIFYAKENTEKQDLLVVSFDGVEVTYTRQDLAQITHAYCCSVHKAQGSEFPIVILPVVKSYYRMLKRNLLYTAVT 716
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!* !!!!!!!!!! !* !!!!!! !*!*!* ! ! !!!!!!!*!! !!!!!!!!*!!!!! !!!!!*!!!!!!!*!
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VTPFYDFMGKDEEPQQS
NTDB id 170503 GS3922 RS03375 WP 063165179.1 RSKQFLILCGEEEAFRLGVAQRGDGARRTALAEKLAAA........SF..VEGELPLEDANTGMENVTPYDFMGDEPS 784
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! ! !!!!!!!!!! !! * ! ! ! *! ******** ** ! * ***!!! !!! *!!*!!! *!*
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