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NTDB id 170502 GS3922 RS03290 WP 063167296.1 MLKAKTRWEVNRPDEQTVKRLAEEAGIAPLMARLLVRRGVRTAAEAAAFLDPLGQPFHDPFLLDGMERAIQRLERAIDAG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ! !!!**!!! !! ! ! *! !!*! !!!*!! !! ! !!** *!*!!! * !! ! !* !!

logo EKL IVLMI
VYGDYDADGVCTSTSVML

V
H
S
A
TLKQEKALGSAQSVDEFYIPDNRFKTEGYGPNELQTAFRASAIKERGFVSLVI IVTVDNTGIAAVHNEAIAKAVAKNELW

NTDB id 170502 GS3922 RS03290 WP 063167296.1 ELVLVYGDYDADGVCSTSVMVSALKEAGASVEFYIPNRFTEGYGPNLTAFRAAKERGVSVIVTVDNGIAAVNEIAAANEW 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! ***!!!!!!!!!*!!!!!** ! ! !*!!!! !! !!!!!! !!! !!!! !*!*!!! !!!!!*! ! !

logo GLDVI IVTDHHEPGPEVLPDEAVRYAI IVHPKKQPGCSTYPFKRDELAGVGVAFKLVAHALLGERLVPDREHLLDLAVAIGTIADLVPLHVDGENRL IL
NTDB id 170502 GS3922 RS03290 WP 063167296.1 GLDVIVTDHHEPGPVLPEAYAIIHPKKPGSTYPFRDLAGVGVAFKVAHALLGRVPRHLLDLVAIGTIADLVPLVGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!!!*!!!!!!!! !!* !!*!!! !!*!!!!**!!!!!!!!!*!!!!!! *! *!!!! !!!!!!!!!!!* !!!!*

logo AATLQGLEARLRKRTDNRALGLKRAEL IWKRLQCSGRGIDAIAGETAVNEEQTVGFAQI
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MDEQLNKRE
NTDB id 170502 GS3922 RS03290 WP 063167296.1 AAQGLEALRKTDRAGLRALWRQCRIDAATVNEQTVGFAIAPRLNAAGRLGGADPAVALLMTDDEDEAARLAQEMDELNRE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!! !!*! ! !!* ! * * ! * !! !!!! *!!!!!! !!* !!!!!*!!!**! !! !! !*! !!*!

logo RQKQLMVASKQMATDEEAAI EMVERQRQFGLPPEDEHQRTAVI
LVVAGKAEGWNPGVVGIVASKLVDEQRFYRPAI

VVLGSAIDEREKGIAKGSARS IHRGSFDNLF
NTDB id 170502 GS3922 RS03290 WP 063167296.1 RQQLVAQMAEEAAEMVRRQFPPEEHRVLVVAGEGWNPGVVGIVASKLVEQFYRPAVVLSADREKGIAKGSARSIHSFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! ! *!! !!! ! ***** *!!! !!!!!!!!!!!!!!!* !!!!!*!! ! !!!!!!!!!!!!* ! !!

logo

E
SSLSEQCRDI LPHFGGHPMAAGMTLAKALDEDVEPDELRESRLNDE IAADNRTLSTDEDEDF ITPPVQTEF IVDALAVCGSVAEDE I

LTLVESASAIARESFMENMRLASPFGMV
NTDB id 170502 GS3922 RS03290 WP 063167296.1 SSLSQCRDILPHFGGHPMAAGMTLALDDVEELRERLNDIAARTLSDDDFTPPTFIDAACSVAELTLSAARSFERLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!! !!!!!!!!!!!!!!!!!!! *!!**!! !!!*!! !!***!! !* *! ! ! **!* ! !!!*
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NTDB id 170502 GS3922 RS03290 WP 063167296.1 GNPRPLLLIEEAAVETMRRVGANGAHMKAVFSQDGATVDAIGFGLGPFCEEIAPGARVSAVGELTVNEWNGLAKPQLALC 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!*!**!*! ! *! *!**!!! !*! ** *!**!! !* *! ! !! !*! !!!***!!!! !!!! **



logo DAVAVSEGCWQLFDALRGCKRDTVWERDPLTLVESARLPKSAEKRAL ILVLSFKRERDESTETNTLRLDQLTAEADFLRDRELVHVYI
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NTDB id 170502 GS3922 RS03290 WP 063167296.1 DVAVSGCQLFDARGCRDVRPLLERLPKEKRLLVLFRRETENRLDLAAFRDELHYVPSDEEAGALVIDGRYVVLLDLPPKL 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !!! *!!!! !!*! * * !! !! *! !* ** ! ! !*! **! * ! ! *!! !*!!!!*!! !
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RLAARLLEGGNGKAQPER IYAF IVFALNQHPEADHQFFLRSTFPATRDHFKWFYYAFLHLKRYGRASFDPLVKTEKHRGGSEQLAKRAHKRGWSTEVETI
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NTDB id 170502 GS3922 RS03290 WP 063167296.1 GRLAALLGNGQPERIYAVFAQPEAQFFRTFPTRDHFKWFYAFLHKYRSFPLTERGGQLARARGWTEETVHFMAKVFLELE 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus !! !! !!!!! *! * ! *! !!! !!!!!!*!!!!*! !** *! !!***!!* !!**!! !!! *!

logo F IVKREI EQNGVI
LSLVVRSGTAPAKKRDLHTDESPQTYQRARKRQRDQELLMELVDEHQKQLLNYSSTAYEEQLKERCWLNTEKLMMTKRQSDQSEATYEESATNRRVT

NTDB id 170502 GS3922 RS03290 WP 063167296.1 FIREQNGVISLVRTPAKRDLHESPTYRRRRDELEVEHQLLYSTYEQLKRCLTEMTRSQ..TYEEANV. 785
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !** !!!*!*! * !!!!**!*!! * *!*** ! !!* ! !! *! * * ** !! *

X non conserved

X similar

X ≥ 50% conserved


