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NTDB id 170364 FOL01 RS06780 WP 075269923.1 MAKELPLREDLPESATWDLSTIFQSDEDWQDTYNEVAERLDTAEFFAANATQSGTALYNALQYGLGLMRDLEKLYVYASM 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ...MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASM 77
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NTDB id 170364 FOL01 RS06780 WP 075269923.1 KSDQDTANGFYQGLSNKAESLAAKVSAAISFFDPAVLSLSSDQLAAYFAAEPRLNDYKHYFDDILTQKGHVLPENEEKLL 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELL 157
consensus ! !!!! ! !! !! ! *! ! *!*! * ! !! * !! ! ! !!!* *! *! !!!* ! !!
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NTDB id 170364 FOL01 RS06780 WP 075269923.1 AAAGDVFGASERAFGMLDNADIQFDAVENDEGELETLSDGVYSRLLESVNPDVRRNAFKTFYASYMALDNTFASLIGSHV 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVV 237
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NTDB id 170364 FOL01 RS06780 WP 075269923.1 KGHNYLASVHHYDSARQAALAADNVPETVYDTLVTEVNKALPLLHRYMKLRKRLLKLSELHSYDLYTPILGEPDYAIDYP 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLS.ETETALTYE 316
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logo

E
R
A
S
L
Q
A
K
E
KAELEKAVLAI

P
F
LGEDEYLSAKGIVHQAKAFDTESRWIDVHI EPNKGKRSGAYSGGASYDTNAPF IMLLNWQVDNTLDNNLFSTLVHEMTGHSTLVHSTYFL

NTDB id 170364 FOL01 RS06780 WP 075269923.1 RAQAEALKALAPLGEDYLAIVQKAFDSRWIDVIENKGKRSGAYSGGSYDTNPFILLNWVDNLNNLSTLVHEMGHTVHSYL 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTF 396
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NTDB id 170364 FOL01 RS06780 WP 075269923.1 TRTNQPYQYGDYPIFLAEIASTTNENLLTDYLLHTITDKKLKAYVLNQYLDGVKGTLFRQTQFAEFEQWMHETDVAGTPL 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQIL 476
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logo TADEFVLMNDKALYADELNEQKRYYGNLPAKALETDVDNEYE IAQFHEWER IPHFYMYNYYVFYQYASTGFAAASTAYLADEKI LVHEGGTEQEPADKVDEAYKLETYLKAGASS
NTDB id 170364 FOL01 RS06780 WP 075269923.1 TAEVLNDAYAELNQRYYGPALTVDEEIAHEWERIPHFYYNYYVFQYSTGFAAATALADKILHEGQPAVDAYKEYLKAGAS 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSS 556
consensus !!* *! !!*!! *!! * !! *!!!!!!!!! !!!!*!! !!!!!!* !!*!!*! * *!! !!!!! !
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MKKAGVDMTKNPTDYLDQAEATFKVFEDNRLNVEFLEAQLVEEKGLDVFHELS
NTDB id 170364 FOL01 RS06780 WP 075269923.1 AFPIDVMKKAGVDMTKPDYLQETFKVFENRLNEFEQLVEELDFE. 604
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus *!**!*!!!!!!!! *!!! !!!!! !! ! ! !!! * *
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