
logo ML
INTRVVALTVGRLTRKDMPVDELKRYTPSTNSGTAAVGASTAFSTMLAVENRQSTFTNAQSSNGDERESADF INFCVTIWRRKQSAENFMVANMFLTAKKGSLAVGI

V
E
DGRLQTR

NTDB id 170357 FOL01 RS02385 WP 075269136.1 MINTVVATGRLTKDMELKYTTSGTAVASATLAVERSFTNSNGERESDFINFVIWRKSAENMANMTAKGSLVGIEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 170357 FOL01 RS02385 WP 075269136.1 SYDNQQGQKVFVTEVVVKNFSLLESKEVTDQRKQ.GTSNNFNNNQGNNNQGNFNQGNNFNQGNQGVFQQPQQSQQRPQPK 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNG..SQ...........QSGFTSPQQTGNAPAAN 147
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGG..GQYFGGG....QNDNPFGGNQNNQRRNQGN 149
consensus *!*!!!!!*!*!!!!*******!!** **** * ****! ***** *** * ** ! *!*********
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NTDB id 170357 FOL01 RS02385 WP 075269136.1 QQQTGFSPKQMYGNN.QNFEDQLPF 183
NTDB id 624 LCA RS00040 WP 011373726.1 NTQA..DPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 SFND..DPFANDGKPIDISDDDLPF 172
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