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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 170352 FOL01 RS01530 WP 075268982.1 MINRVVLVGRLTRDVELRYTTSGAAVGSFTIAVNRQFTNANGERDTDFVNAVIWRKSAENFANFTSKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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logo NYENQQGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTGEAQSGRQRSSGDHGNAGSNQYNEFTGNSNFSGGNGQQSRSQGQNYFGNGNSSGAQSNQSDQSNGPFTGAGSNPAQNQSNSTQGRNARVFNPNGSSQAAGS
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG..G.YNEGNSGGG.....QYFGGGQNDNPFGGNQNNQRRN....QG 148
NTDB id 170352 FOL01 RS01530 WP 075268982.1 NYENQQGQRVYVTEVVVDNFSLLESRAESEARRSHNGSNNTNNFGGGQQRSQGNFNSSASQNPFGAPASSGNVFNGSSAS 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNS...NQS.......NGSQQSGFTSPQQTGNAP....AA 146
consensus !!!!!!!!!!*!!!!*******!!** ** * * ***! ** **** * * ****!******** **
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NTDB id 113 BSU 40900 NP 391970.1 NSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 170352 FOL01 RS01530 WP 075268982.1 SQSSNDPF.SGGQEIDISDDDLPF 183
NTDB id 624 LCA RS00040 WP 011373726.1 NNTQADPFANNGQAIDISDDDLPF 170
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