| LSELLAL A FeSLALLCPRLLY LR M | Rkl

NTDB id 596 KW2 RS08720 WP 021037686.1 .MRFLLIKFIZ®SSS 74
NTDB id 170003 AXE83 RS06560 WP 060955852.1 MLQWIFIPIIYLSFLLLWLYYAIFSASLALLGFVFLLVCLFIQFPWK \BYKVL ICHIFGEWF FQEWQQJY ASEN 80
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFS SYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWF FQNWQQSQASQN 80
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWRKNFIPLIYLSFLLLWLYYAIFSSYLALLGFVFLLVCLFIQFWKSAGKVL ICGIFGFWFVFQNWQQSQASQN 80
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NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN| 80
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYATIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
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NTDB id 596 KW2 RS08720 WP 021037686.1 Q 154
NTDB id 170003 AXE83 RS06560 WP 060955852.1 [BV|)) V RILPDT KVNGDSLSFRGKADGR FQVYYKLQSEREKESFQWL LHE | KGKL EP GEENF GFNYRAY 160
NTDB id 494 SM12261 RS04305 WP 000942409.1 LADSVERVRILPDT KVNGDSLSFRGK DGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEP GQRNFGGFPYQAY| 160
NTDB id 522 SMSK321 RS04965 WP 000942453.1 L DSVEWVRILPDT KVNGDSLSFRGKADGRIFQVYYKLQSEEEKERFQHLTRLH [RLEGKLSEPEGERNFGGFNYQAY 160

NTDB id 189 SPR RS04300 WP 000942407.1 LADSVERVRILPDT KVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY] 160
NTDB id 223 SPD RS04540 WP 000942407.1 LADSVERVRILPDT KVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY]| 160
NTDB id 264 KZH43 RS04200 WP 000942407.1 LADSVERVRILPDT KVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY] 160
NTDB id 154 SP RS04735 WP 000942394.1 LADSVERVRILPDT KVNGDSLSFRGK GRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY| 160
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NTDB id 596 KW2 RS08720 WP 021037686.1 230
NTDB id 170003 AXE83 RS06560 WP 060955852.1 240
NTDB id 494 SM12261 RS04305 WP 000942409.1 240

NTDB id 522 SMSK321 RS04965 WP 000942453.1 LKTQGIYQTLNIK IQSLQK GSWD GENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240

NTDB id 189 SPR RS04300 WP 000942407.1 LKTQGIYQTLNIK IQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 223 SPD RS04540 WP 000942407.1 LKTQGIYQTLNIK IQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 264 KZH43 RS04200 WP 000942407.1 LKTQGIYQTLNIK IQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 154 SP RS04735 WP 000942394.1 240
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NTDB id 596 KW2 RS08720 WP 021037686.1 307

NTDB id 170003 AXE83 RS06560 WP 060955852.1 |aNSsIeiVinAAesmali FKK.LLRLGLTQEK.KWLYPFSLYAGLTGFSASVIRSLLQKLLAQHG.KLDNFALT 150 SIRES 320
NTDB id 494 SM12261 RS04305 WP 000942409.1 FALSGMQVGFFM GFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV| 320
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FALSGMQVGFFM GFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFI 320

NTDB id 189 SPR RS04300 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV| 320
NTDB id 223 SPD RS04540 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLOKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 264 KZH43 RS04200 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV| 320

NTDB id 154 SP RS04735 WP 000942394.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLF I Vieyiy
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NTDB id 596 KW2 RS08720 WP 021037686.1 Q 387
NTDB id 170003 AXE83 RS06560 WP 060955852.1 |JUi\PNARWNCICAARSIOYNINNINNIMGELY. | . 397
NTDB id 494 SM12261 RS04305 WP 000942409.1 397
NTDB id 522 SMSK321 RS04965 WP 000942453.1 397

NTDB id 189 SPR RS04300 WP 000942407.1 MPNFFTAGGVLSCAYAFILTMTSKE GEGLKAVA ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLWFLPL 397
F

NTDB id 223 SPD RS04540 WP 000942407.1 MPNFFIRTAGGVLSCAYAFILTMTSKEMMMGEGLKAVA ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLIWFLPL 397
NTDB id 264 KZH43 RS04200 WP 000942407.1 MPNFFITAGGVLSCAYAFILTMTSKEMMMGEGLKAVA ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLIWFLPL 397
NTDB id 154 SP RS04735 WP 000942394.1 MPNFFLTAGGVLSCAYAFILTMTSKEMMMGEGLKAVIN ESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDL FLPL 397
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NTDB id 596 KW2 RS08720 WP 021037686.1 AL C IS G F S 467
NTDB id 170003 AXE83 RS06560 WP 060955852.1 |NHMNCINHNGNN TR FiNpza AT N il Y BRI S IR S LIRSS R SRR VN NP Y VDS aT7
NTDB id 494 SM12261 RS04305 WP 000942409.1 LSILFILSFLEPVIQLNFIFEWLEG IRJ§VSQVASRPLVFGQPNAW LILLLISLALVYDLRKNIK aTT7
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LS LFELSFLYPVIQLNFIFEWLEG IRLVSQVJASRPLVFGQPNEAWWLLILLLISLALVYDLRKNIK 477

NTDB id 189 SPR RS04300 WP 000942407.1 477
NTDB id 223 SPD RS04540 WP 000942407.1 aT7
NTDB id 264 KZH43 RS04200 WP 000942407.1 aT7
NTDB id 154 SP RS04735 WP 000942394.1 477
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NTDB id 596 KW2 RS08720 WP 021037686.1 Q Q 545
NTDB id 170003 AXE83 RS06560 WP 060955852.1 TKHPLENE TYLD GESIFLRD TGR l 555
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTKHPLENEITMLDVGQGESIFLRDVTGKlILIDVGGKAESKKIKWQEK TTSNAQR 556
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTKPLENEITMLDVGQGESIFLRDVGKTILIDVGGKAESKKIKWQEK TTSNAQR 556
NTDB id 189 SPR RS04300 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVTGH 556
NTDB id 223 SPD RS04540 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVTGH 556
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVTGH 556
NTDB id 154 SP RS04735 WP 000942394.1 . 556
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NTDB id 596 KW2 RS08720 WP 021037686.1 625
NTDB id 170003 AXE83 RS06560 WP 060955852.1 RN 632
NTDB id 494 SM12261 RS04305 WP 000942409.1 TKAFHVGEILVSK SLKQK FVAELQATQTKVRS GENL.IFGSQLEVLSPRK 636
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TKAFHVGEILVSKSLKQKEFVAELQATQKV S INAGEN PIFGSQLEVLSPRK 636
NTDB id 189 SPR RS04300 WP 000942407.1 TKAFHVGEILVSK SLKQKEFVAELQATQTKVRS MVGENLPIFGSQLEVLSPRK 636
NTDB id 223 SPD RS04540 WP 000942407.1 TKAFHVGEILVSK SLKQKEFVAELQATQTKVRS MVGENLPIFGSQLEVLSPRK 636
NTDB id 264 KZH43 RS04200 WP 000942407.1 TKAFHVGEILVSK SLKQKEFVAELQATQTKVRS MVGENLPIFGSQLEVLSPRK 636
NTDB id 154 SP RS04735 WP 000942394.1 TKAFHVGEILVSK SLKQKEFVAELQATQTKVRS MVGENLPIFGSQLEVLSPRK GDGGHDD 636
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NTDB id 596 KW2 RS08720 WP 021037686.1 705
NTDB id 170003 AXE83 RS06560 WP 060955852.1 709
NTDB id 494 SM12261 RS04305 WP 000942409.1 716
NTDB id 522 SMSK321 RS04965 WP 000942453.1 716
NTDB id 189 SPR RS04300 WP 000942407.1 716
NTDB id 223 SPD RS04540 WP 000942407.1 716
NTDB id 264 KZH43 RS04200 WP 000942407.1 716
NTDB id 154 SP RS04735 WP 000942394.1 716
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NTDB id 596 KW2 RS08720 WP 021037686.1 736
NTDB id 170003 AXE83 RS06560 WP 060955852.1 . 739
NTDB id 494 SM12261 RS04305 WP 000942409.1 Ef§INSKVYRTDQJIGAIRFK GBS 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EGINSKVYRTDQQGAIRFKG|J 746
NTDB id 189 SPR RS04300 WP 000942407.1 EGINSKVYRTDQQGAIRFKG 746
NTDB id 223 SPD RS04540 WP 000942407.1 EGINSKVYRTDQQGAIRFKG 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 EGINSKVYRTDQQGAIRFKG 746
NTDB id 154 SP RS04735 WP 000942394.1 EGINSKVYRTDQQGAIRFKG 746

consensus * %k k k k [ *

X non conserved
B similar
> 50% conserved



