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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ....MNNLQPLLALNRMKRIG.....PRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPD...FIKTDLN 68
NTDB id 599 KW2 RS05940 WP 021037268.1 ...MITNFD....LFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQMGQ..VAQVKSIPNFIEQYKNQDVK...KLRADY. 67
NTDB id 407 SMU RS04605 WP 002262865.1 ....MDNFQ....LFKLKKAGLTNLNILNIIDYEERTQKSLSLRDMAV..VSKNKKPLIFMEHYKNLDSK...ALRKEF. 66
NTDB id 170001 AXE83 RS06240 WP 060955816.1 MKIKIDNFE....IYKLKQAGLSNQQVLKVLQYGEIYDQELTLETIAE..ASECRNPVVFMERYHKLTFESMERLRSDF. 73
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ..MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLEKEF. 68
NTDB id 497 SM12261 RS05565 WP 000705318.1 ..MKITNYE....IYKLKKSGLTNQQVLAVLEYGENVDQELLLGDIAE..ISGCRNPAVFMERYFQIDDA...HLEKEF. 68
NTDB id 267 KZH43 RS05590 WP 000705306.1 ..MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF. 68
NTDB id 226 SPD RS05990 WP 000705306.1 ..MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF. 68
NTDB id 192 SPR RS05715 WP 000705306.1 ..MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF. 68
NTDB id 157 SP RS06205 WP 000705306.1 ..MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYFQIDDA...HLSKEF. 68
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 WLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGL 148
NTDB id 599 KW2 RS05940 WP 021037268.1 .....KKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELN.QSFTIVSGL 141
NTDB id 407 SMU RS04605 WP 002262865.1 .....NRFPSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLS.KQFVIISGL 140
NTDB id 170001 AXE83 RS06240 WP 060955816.1 .....EKFPSFSILDDIYPFTLSEIYDAPVLLFYKGDLKLLKLPKIAVVGSRSCSQTGTKSVRKVIEELE.NDLVIVSGL 147
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .....KKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLE.NELVIVSGL 142
NTDB id 497 SM12261 RS05565 WP 000705318.1 .....QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGL 142
NTDB id 267 KZH43 RS05590 WP 000705306.1 .....QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGL 142
NTDB id 226 SPD RS05990 WP 000705306.1 .....QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGL 142
NTDB id 192 SPR RS05715 WP 000705306.1 .....QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGL 142
NTDB id 157 SP RS06205 WP 000705306.1 .....QKFPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGL 142
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVI 228
NTDB id 599 KW2 RS05940 WP 021037268.1 AKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVV 221
NTDB id 407 SMU RS04605 WP 002262865.1 ARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVA 220
NTDB id 170001 AXE83 RS06240 WP 060955816.1 ARGIDTAAHMSILQGGGKTIAVIGTGLDVYYPRSNKRLQDYIGQHHLLLSEYGPGEEPLKYHFPARNRIIAGLCMGVIVA 227
NTDB id 525 SMSK321 RS06295 WP 000705298.1 AKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVA 222
NTDB id 497 SM12261 RS05565 WP 000705318.1 AKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVA 222
NTDB id 267 KZH43 RS05590 WP 000705306.1 AKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVA 222
NTDB id 226 SPD RS05990 WP 000705306.1 AKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVA 222
NTDB id 192 SPR RS05715 WP 000705306.1 AKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVA 222
NTDB id 157 SP RS06205 WP 000705306.1 AKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVA 222
consensus !*!!!***!*********!!!!*!!!*!**!!**************!*!!!******!***!!!*!!!!!*!!*****!*



logo EAAKLIMKRSGSL ITACREMRALMEQENGRDI
V
L
F
V
A
V
IPGNS IAHLNDPGQRTLASERDGCNHYHLLVIQQEGAKCL IVSYTQSAVGAFQDI

VLDENAELYFKLNE I
Y
F
E
N
HHQFTSNKP I FSLASGKEN

NTDB id 1250 GCO85 RS13065 WP 027219989.1 EAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKEN 308
NTDB id 599 KW2 RS05940 WP 021037268.1 EAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN................... 282
NTDB id 407 SMU RS04605 WP 002262865.1 EAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF.................... 280
NTDB id 170001 AXE83 RS06240 WP 060955816.1 EAKMRSGSLITCERAMEEGRDVFAIPGSILDGRSDGCHHLVQEGAKLVSSGQDVLAEFEF.................... 287
NTDB id 525 SMSK321 RS06295 WP 000705298.1 EAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 EAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 EAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 226 SPD RS05990 WP 000705306.1 EAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 192 SPR RS05715 WP 000705306.1 EAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
NTDB id 157 SP RS06205 WP 000705306.1 EAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.................... 282
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