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LYVYAHSMKND
NTDB id 169997 AXE83 RS04820 WP 060955633.1 MVLQRNEINEKDTWDLSTIFETDQKWEEELALLTEDTKQAASLEGHLLDSAESLLDITERYLDLSRRLEKLYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! ** !! !!!!*!!! !! !! ! ! ! ! !!!!!!! !! !! !* ! !!!!!*!!!!*!!!!

logo QDTRTVAGKLYQEYQYAKAMSNTLYSQLDSEQAVFASFYFYEPEFMAI
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NTDB id 169997 AXE83 RS04820 WP 060955633.1 QDTRVAKYQEYYAKAMTLYSQLDQVFSFYEPEFMAITEDQYQNFLAEEPKLQPYKHFFDKLLQNKDHVLSQREEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! !* !!!! !!! !!!!! ! **!!!!!!* * ! !! ! *! !*!**!! !!!!!!!! !!!!!*!

logo GDE I FGNAGAPSTDETFANI
VLDNADI LVFPW

YVQSDEGDQGDNEVVEQLSTHGNVFYI
M
R
TLMVESKDNRDE I

VRKRGAYEALMYAGTYEQFYQHTYAKQTLQGTNVVKVHQ
NTDB id 169997 AXE83 RS04820 WP 060955633.1 GEIFGAASETFAILDNADIVFPYVQDEDGNEVQLSHGVYMRLVESKNREVRRGAYEALYATYEQYQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ****!! *!!!!!!*!!*! ! ! ! !*!! ** !*!!! !**!*!!!!!*!*!!!!*!!!!! !!! !!!*

logo NYQRAKVRHNYKNSAREHAALAANF IVPESVYDNSLLVESASVNRKHLPLLHRYLADLRKSKI
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NTDB id 169997 AXE83 RS04820 WP 060955633.1 NYRAKVRNYKSAREAALAANFVPESVYDNLVSAVRKHLPLLHRYLALRSKILGIPDLKMYDVYTPLSSVEYSFTYEEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !!!!*! !!!*!!!!!!!*!!!!!! !* ! !!!!!!!!!! !! !*!!***!!!!!!!!!!! ! !!!! !!
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F
LGEDEYLSKNGRVHKASAFSTERWIDVHYEPNKQGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLFTLVHETGHSLMHSSTFYTREQT

NTDB id 169997 AXE83 RS04820 WP 060955633.1 KAEDALAVLGEDYLNRVKSAFSERWIDVYENQGKRSGAYSGGSYDTNAFMLLNWQDNLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!* !!* !!*! !* !!*!!!!!!**! !!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEKTLLKQEVKQDDAKTRFAI LNHNFYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGEQI
VLTASDEF

NTDB id 169997 AXE83 RS04820 WP 060955633.1 QPYVYGDYSIFLAEIASTTNENILTEKLLQEVQDDATRFAILNNFLDGFRGTVFRQTQFAEFEHAIHQADQNGEVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !! !! !!!!!!!**!!!!*!!!!!!!!!!!!!!!!! !! ! *!! *!
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NTDB id 169997 AXE83 RS04820 WP 060955633.1 LNNLYADLNQEYYGLSKEDDPQIQYEWARIPHFYYNYYVYQYSTGFAAASALAEKIVHGSQEDRDRYIDYLKAGKSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!! !! ! !! * !!*!! !!!!!! !!!!!!! !!!!!!! !!!!!!!!* !!** !* !!!!! !!!!!
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NTDB id 169997 AXE83 RS04820 WP 060955633.1 NIMRKAGVDMEKEDYLNDAFAVFERRLDEFEALVEKLGLA. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ***!!!!!! !!! !! !!! !! ! !!!!!! * *
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