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NTDB id 169984 AXE83 RS02455 WP 060955290.1 MKELFLKRKQAFRKECVGYLRYVLNDHFVLFLLVLVGFLAYQYSQLLQHFPENHLPILGLIGIVSVLLLLWGGIATYVEA 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
consensus !**!!**!***! *!**!*!!!*!!!!*!*!!*!*!!***!!!!!!*!!!*!***!*********!!**!!*!!!!*!*
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NTDB id 169984 AXE83 RS02455 WP 060955290.1 PDKLFLLVAEEEVREHIQKQSLVSFIFWVSVQTLFLLLFAPLFLAMGLGLGVFWVYVLLLGVGKYFLFQKKAGKFFSANH 160
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQSG 160
consensus *!!**!!!*!!!!**!**!*****!*!!!**!!!***!**!!!!!*!!***************!*!*!!!!!**!*****

logo LDNWDTDKYVAIAAGQESNKRKQQFSLI LRKFFASLFTQNVKGI STNSSVKRRGAYLDVGI LKARVTQKKVDPKEKSHKYI
TWQYNLYLRSAYFLRNSGDLYVFALSLRLLFFALST

NTDB id 169984 AXE83 RS02455 WP 060955290.1 LDWDYVIAQESKRKQFLLRFFALFTQVKGISNSVKRRAYLDVILKAVQKVPSKIWQNLYLRSYLRNGDLFALSLRLLFLS 240
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT 240
NTDB id 482 STER RS07725 WP 011681529.1 LNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFALT 240
consensus !*!* *!!*!*!!*!**!*!!*!!!*!!!!**!!!!!*!!!*!!!***!** *!*!!!!!**!!*!!**!!!!!!**!*
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NTDB id 169984 AXE83 RS02455 WP 060955290.1 LLALIFIEQAWIATAVVVLFNYLLLFQLLALYHAFDYQYLTQLFPLDKGQKERGLQAVVRGLTGFVLLVQLVVGVITLQE 320
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLITQ...IVLVLTLVQA.ICLFD 316
NTDB id 482 STER RS07725 WP 011681529.1 LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQ...IVLVMTLIQA.LCLFD 316
consensus !!********!*!***!!*!*!!!!!!!*!!***!*!!****!*!**!******!**** * *!!***!*** **!**
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NTDB id 169984 AXE83 RS02455 WP 060955290.1 KLALLALLGAGLVLHILYLPYQVKRQMQD 349
NTDB id 474 HSISS4 RS07765 WP 418080400.1 LKFSLILVGIMLVLSLVYLPAKLKKMID. 344
NTDB id 482 STER RS07725 WP 011681529.1 LKFSLILIGVMLVLSLVYLPAKLKKMID. 344
consensus ****!*!*!**!!!***!!!***!****
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