
logo MLQKFLS ITQNLRLPS ICTLCNQFLHKSQLAI
VCSNYCMEFYMKQLGPSSCCQYCAYPLSDDTYLVCGHQC I

V
K
RKRPLSFDKSAYIAYRF

NTDB id 169877 AXF37 RS11485 WP 231955058.1 MLQKFLSITQNLRLPSICTLCNQLHKSQLAICSYCMEYMKQLGPSCQYCAYPLSDDTYLVCGHCIKKRPLFDKAYIAYRF 80
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 80
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 42
consensus *********************** ********* ****!!!!!**!!!!!!!!!!!!!!!!!*!**!!!*!!*!!!!!!!

logo EEPLRSL IHQFKYHNGLYLASFLKQLLLNALPQKNSAFLKPDCL IPVPMHPKRLKQRRGFNQAAVLTKRLLARQLKNIPYDLYHYCRQ
NTDB id 169877 AXF37 RS11485 WP 231955058.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPQNAFKPDCLIPVPMHPKRLKQRGFNQAAVLTKLLARQLKIPYDLYHCR 160
NTDB id 1270 LPP RS11540 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 160
NTDB id 1247 GCO85 RS11680 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 122
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!*!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!!!!!*!*

logo KVI INTASQANLDGEQRRKNLHRHAFYVSPPVTYEHVMIVDDLLTTGSTANEMIAYHTLKNAGVKRVDICCCARAVATKN
NTDB id 169877 AXF37 RS11485 WP 231955058.1 KVINTASQANLDGEQRRKNLHHAFYVSPVTYEHVMIVDDLLTTGSTANEMAYTLKNAGVKRVDICCCARAVAKN 234
NTDB id 1270 LPP RS11540 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
consensus !*!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!*!!
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