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RPNKTQFHFATEKINNJSPAQGLIQLNWYNKPPEILRAGQNWQLSVKLKKPRNFRNPGGFNYVRYLAPRHIHWIAGYIRYGNN
PNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNF NPGGFNYVRYLAARHIHWTGYIRYRINN
RPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNN
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KLISNBIPS FSWLT REKI DALTKLAPDTETAGIIEALT N THHISJ§y HWNLFRRTGTVHLFGISGEHIALVSG FFI
KLISNQPPSFSWLJALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGT HLFGISGEHIALVSGIFFI
KLISNQPPSFSWLTLREKIGDALTKLAP TETAGITEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFI
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VIRW WSMSYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRF [NWQIWRYALFLVLCIE
V RWIWSHJYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE
VIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE
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PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL
PHAVFLOQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL
PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLWLQLSCLIGLMPLTLHWYSYGSINGFLANLF IPLVSFLIVPLAL
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MTMINSHFNWSWILMKPLAWVALLLISGGLTYVEQIAGINITI®SITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWII PL
MTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL
MTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL
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LNS EKEMQVNQLIVNDPRBIFYKRGSNCHSYPQWQWDGVSFRFLPIRESFTKKNNNSCILQVSNSGRVLLTGDIEKAAE
LNSLEKEMVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIRESFJKKNNNSCILQVSNSAGRVLLTGDIEKAAEE
LNSLEKEMQ NQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPI ESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEE
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YL RNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYATASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMARIIKL
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