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LU LR LA AL b T TR ISP

MEIFCFLING LYAYTYNIYLT A PLLFYITPRYPIVLFF AGGFALIHQWIVSPKIIMPDTQVITQAQLEGTIASIPMQ
MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ
MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ

AR AL LY LR KO AERL IR YR

RPNKTQFHFATEKINNJSPAQGLIQLNWYNKPPEILRAGQNWQLSVKLKKPRNFRNPGGFNYVRYLAPRHIHWIAGYIRYGNN
PNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNF NPGGFNYVRYLAARHIHWTGYIRYRINN
RPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNN

L9503 e RUNATET 1AL S AR L3 B

KLISNBIPS FSWLT REKI DALTKLAPDTETAGIIEALT N THHISJ§y HWNLFRRTGTVHLFGISGEHIALVSG FFI
KLISNQPPSFSWLJALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGT HLFGISGEHIALVSGIFFI
KLISNQPPSFSWLTLREKIGDALTKLAP TETAGITEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFI

R0 AV BB

L
VIRW WSMSYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRF [NWQIWRYALFLVLCIE
V RWIWSHJYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE
VIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE

IECLHESHALLUTRR RS L L LT YA LR VLA

PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL
PHAVFLOQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL
PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLWLQLSCLIGLMPLTLHWYSYGSINGFLANLF IPLVSFLIVPLAL

1T 1AL NI LA TR RHRAL |

MTMINSHFNWSWILMKPLAWVALLLISGGLTYVEQIAGINITI®SITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWII PL
MTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL
MTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL
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ARG L ARG D0 L A PRI R

FPP TAIYWGEALINILDVGQGLAVAIQTQHHVLLYDTGDS FQGSDLGQMAIIPFFRSEGIKTIDRIVISHPDKDHKGG
FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG
FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG

G SLITURR P G R RS A LT ke

LNS EKEMQVNQLIVNDPRBIFYKRGSNCHSYPQWQWDGVSFRFLPIRESFTKKNNNSCILQVSNSGRVLLTGDIEKAAE
LNSLEKEMVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIRESFJKKNNNSCILQVSNSAGRVLLTGDIEKAAEE
LNSLEKEMQ NQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPI ESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEE

(R SV S RELEE LA L AR LS LS TR

YL RNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYATASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMARIIKL
YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYATIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKL
YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKL

ANCKINKET Ly

sS MK S QANSVAALNAQ

IS GRNCRNGUINNKSVAALNAQ 743
PASGKINKPTCMQ AN A 735
PASG[M |3l P CMQ AN 735
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