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NTDB id 169718 Bang102 RS01220 WP 045920769.1 MPRGMGRGRGPVEKPLNFGGAMKKLVRFCRRYIPVIVVSLILGAAGTICQIIGPDKLKDMTNEITKGLPAIVHGKPVMNS 80
NTDB id 370 SMU RS04260 WP 002263294.1 ....MEN.........KKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG.........K 58
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NTDB id 169718 Bang102 RS01220 WP 045920769.1 IDMDAVSRIGWTLVALYVGYAVLCYVQSWLMANVTQRTAQQLREAISVKINKLPLKYFDNTSYGDVLSRITNDVDAIGQT 160
NTDB id 370 SMU RS04260 WP 002263294.1 IDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQS 138
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NTDB id 169718 Bang102 RS01220 WP 045920769.1 LGQSLGSLITSITLFFGALIMMFYNNVIMTLCAIGSALFGLIIMGLIMKVSQKYFAQQQIALGDVNGHVEEMYSGHTVVK 240
NTDB id 370 SMU RS04260 WP 002263294.1 FNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVS 218
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NTDB id 169718 Bang102 RS01220 WP 045920769.1 AYCGEEDSIARFEKYNNDLYVSGWKSQFLSGLMMPLMNFIGNFGYVVVCVVGAALAMDGKIEFGVIVAFMMYIRLFTQPL 320
NTDB id 370 SMU RS04260 WP 002263294.1 SYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPI 298
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NTDB id 169718 Bang102 RS01220 WP 045920769.1 SQFAQAFQNLQRCAAASERVFGFLDEPELADESDKQALLGVGVDGKPQQVRGDVEFSHVRFGYDPGKTIINDFSASVKSG 400
NTDB id 370 SMU RS04260 WP 002263294.1 AQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQ........LEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAG 370
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NTDB id 169718 Bang102 RS01220 WP 045920769.1 QKIAVVGPTGAGKTTMVNLLMRFYEISGGSISIDGVDTKSVPRWNVHDQFSMVLQDTWVFHGTIRENIAYSKPGVTDEQI 480
NTDB id 370 SMU RS04260 WP 002263294.1 QKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQV 450
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NTDB id 169718 Bang102 RS01220 WP 045920769.1 INACKAVGLHHYIMSLPNGYDTVLDDKTSLSQGQKQLLTIARAMVEDAPILILDEATSSVDTRTEELIQKAMDALTVGRT 560
NTDB id 370 SMU RS04260 WP 002263294.1 IAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRT 530
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NTDB id 169718 Bang102 RS01220 WP 045920769.1 SFVIAHRLSTIRDADMILVMNGGDIVERGTHEELLAKSGFYADIYNSQFTLAQ. 613
NTDB id 370 SMU RS04260 WP 002263294.1 SFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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