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MFKI FKRLNAKEWGMVLLSTAF ICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS
NTDB id 169690 AXE85 RS08610 WP 231723803.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ********************************************************************************

logo

RTAASFTTRLRSDI FNRVMDYSEAE IKKFS IPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAVWALTKIWGKSDEWTGA
NTDB id 169690 AXE85 RS08610 WP 231723803.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ********************************************************************************

logo

VGVAVL IVF IMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL
NTDB id 169690 AXE85 RS08610 WP 231723803.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ********************************************************************************

logo

MNPVMTVVSSGLTLAIYW IGAYLLNDIKIPMTSVTAAKGAIADR I SVFSDMVVFSSYAMQVVVGFMMMVAI F I I LPRALV
NTDB id 169690 AXE85 RS08610 WP 231723803.1 ................................................................................ 0
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ********************************************************************************

logo

SAKR INEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVI EHVSF
M
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A
R
E
KAGETTVAFI IGSTGSGKSTLLVHNL IPR

NTDB id 169690 AXE85 RS08610 WP 231723803.1 ....................................................MKREAGETTAIIGSTGSGKSTLLHLIPR 28
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus **************************************************** !!!! ! !!!!!!!!!!!**!!!!
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LAQAKSENFVELEKEGKGQ
NTDB id 169690 AXE85 RS08610 WP 231723803.1 YFDAQQGQITIDGVNIKDVSMSKLRSILGFVPQKGVLFSGTIESNIKFGDANIS...DTDMKLATEIAQASEFVLEKEGQ 105
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus **!! ! ! !!!* * ! !* ! *!**!!**!!!!!!! !!! !! ***! * ! !*!!! !! !!!
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I
VAQGGSTNFVSGGQKQRLAS IARALAKRKPEKI L ILFDDSFSALDYKTDRVI

KLRNRDTLAQEKKMTKSEGI
MTKTI

L IVAQR IASTIMDNADHKI IL
NTDB id 169690 AXE85 RS08610 WP 231723803.1 FSSSIAQGGSNVSGGQKQRLSIARALAKKPKILLFDDSFSALDYKTDVKLRRTLQEKMSGITTIIVAQRIATIMNADKII 185
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus * *!!!!*! !!!!!!!! !!!!!!*!! !!*!!!!!!!!!!!!! !! ! ! *! *!!!!!! !!! !!*!*



logo VLMDNEQGKI
VVGI

QGRTHEKELLAHNCNDP I
TYLQE IAEYSQLSEKEELEGKNGGKKRHG

NTDB id 169690 AXE85 RS08610 WP 231723803.1 VMNEGKIVGIGRHEELLHNCPTYLEIAESQLSEEELGKGGKRHG 229
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK.... 600
consensus !* !!*!! ! ! !!!*!** ! !!! !!!! !!! ! ****
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