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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 169612 LOKO RS00730 WP 066443702.1 .MARGVNKVILIGNLGQDPEVRFMPSGSPVANLRVATTDTWTDKQSGQKQERTEWHSVVLFNRLAEIAQQFLKKGSRVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENS...............GGAPYEEGYGQSQEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENS...............GGAPYDEGYGQSQEAYQRPAQQSRQPAP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDN......YAQNNNFNGG 152
NTDB id 169612 LOKO RS00730 WP 066443702.1 EGRLQTRKWQGQDGQDRYTTEIVVNDMQMLDSR.GGDAPGQGAGFGAQ....AQAPQQGGYGNA......PHQQGGYGGG 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ........Q....GGMPAQGGM.NV......PAQQGSWGQP 141
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FDDEDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPR........................RQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPR........................RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NAT...RPQPAQ..........................KPAAQAEPPMDNFDDDIPF 180
NTDB id 169612 LOKO RS00730 WP 066443702.1 QPQP..RPAPAAPPQQGGHQQGGQQQGGQQQGGQQHGNYGAPD.PGSFDDFDDEIPF 202
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QQPA....KQHQPMQQSAP.................QQYSQPQYNEPPMDFDDDIPF 177
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