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NTDB id 169565 VN23 RS20865 WP 046350357.1 MNKILPRFIVSAVLAGLLAACAST...PDEQDETRGWTAEKIFTEAKAEQDSRNFDRSNKLFEKLEARFPYGRHAQQAQIETAYN 82
NTDB id 1102 NMB RS03635 WP 002244053.1 MKK....ILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAYA 81
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKK....ILLTVSLGLALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAYA 81
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MDYAYLYLKRGLVNLFNEADQGSFLSNSKL IAKSQDMWSEDRDPKAANRESAFYDQTAFRAQELVTQRYFPENSKYAADSA
NTDB id 169565 VN23 RS20865 WP 046350357.1 HYKNQEPLLAFAAIDRFIKQYPAHPNIDYAYYLKGLVNFNEAQGFLSSLIKQDMSERDPKAARESFDTFRQLVTRYPESKYAADS 167
NTDB id 1102 NMB RS03635 WP 002244053.1 YYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADA 166
NTDB id 1106 NGFG RS01495 WP 003687645.1 YYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNSKYAADA 166
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NTDB id 169565 VN23 RS20865 WP 046350357.1 TVRMGYLVGALASHELHVAKYYYNRGAFLAAANRGKYLLETYSSTKQVEPALGIMALAYDKLGLVELRDDVKKVLFKNYPQTAVL 252
NTDB id 1102 NMB RS03635 WP 002244053.1 TARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRVLETNFPKSPFL 251
NTDB id 1106 NGFG RS01495 WP 003687645.1 TARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRVLETNFPKSPFL 251
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NTDB id 169565 VN23 RS20865 WP 046350357.1 DEGVLFSDADWWKPW. 267
NTDB id 1102 NMB RS03635 WP 002244053.1 KQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 THAWQPDDMPWWRYWH 267
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X non conserved

X similar

X ≥ 50% conserved


