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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .......
NTDB id 169549 VN23 RS13660 WP 046352383.1 MEKEQAAKFMHBIRRRHMR SK GENSIMRE
NTDB id 1203 PSJM300 01605 AFN76401.1 .......
NTDB id 1019 ACIAD RS04205 WP 004922051.1  .......

NTDB id 1307 DR RS10055 WP 010888596.1 .. .MTSGIPRNT

NTDB id 1185 GTF74 RS11940 WP 000350195.1  ....... I

NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....... IMNDIAQRE]

NTDB id 1283 ACE17W RS02630 WP 010947729.1  ....... Y IMND QR

NTDB id 1259 GC0O85 RS10305 WP 010947729.1  ....... Y IMND

NTDB id 1194 PAKAF RS01995 WP 003084552.1  ....... Y IMND

NTDB id 1202 PSJM300 01600 AFN76400.1 ....... Y IMND

NTDB id 1020 ACIAD RS04210 WP 011182164.1  ....... Y IMND

NTDB id 1081 FDQR49 RS05335 WP 006581387.1  ....... Y IMND

NTDB id 1060 ABD1 RS04380 WP 000355489.1  ....... Y IMND

NTDB id 1040 HON27 RS13360 WP 000355489.1  ....... Y IMND
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VR.. PF LISLPIA e}y - AWWNIRGLVLVIYGINTGSGKSTT | A AMpNEYIIN[rps( - |y
NTDB id 169549 VN23 RS13660 WP 046352383.1 SP.G
NTDB id 1203 PSJM300 01605 AFN76401.1 SARG. Q

NTDB id 1019 ACIAD RS04205 WP 004922051.1 LNREKNE:AS:AUSENIRIRR DM P[EM

NTDB id 1307 DR RS10055 WP 010888596.1 AN . GDKENANAMPNIM

NTDB id 1185 GTF74 RS11940 WP 000350195.1 E RFRVNAFBIQINRGSJAVFRTIP | EQLBIAPIRTI FRIMT AlNN@Y GLVLVTGPTGSGKSTTLAAM

NTDB id 1176 A1552VC RS01160 WP 000350195.1 |3 RFRVNAFEIQIARGSJAVFRTIP N ENLDFAPIXIFRIMT ANNGY GLVLVTGPTGSGKSTTLAAM

NTDB id 1283 ACE17W RS02630 WP 010947729.1 E ARFRVNAF QSRGA AVFRTIPS|X EDLGLPIZIF AMIRGLVLVTGPTGSGKSTTLAA Y
NTDB id 1259 GC085 RS10305 WP 010947729.1 E ARFRVNAF QSJRGA AVFRTIPS|X EDLGLPI4IF AMNIRGLVLVTGPTGSGKSTTLAAY Y
NTDB id 1194 PAKAF RS01995 WP 003084552.1 E ARFRVNAF QNRGAGAVFRTIPS)Y E LG g3 F i DPAMYRGLVLVTGPTGSGKSTTLAAM Y
NTDB id 1202 PSJM300 01600 AFN76400.1 E ARFRVNAF QNRGAGAVFRTIPSI|Y EDLG [ F JMTpMIYRGLVLVTGPTGSGKSTTLAAM Y
NTDB id 1020 ACIAD RS04210 WP 011182164.1 E ARFRVNF QNRGAGAVFRTIPS| E LGLYWIF T[@NYRGLVLVTGPTGSGKSTTLAAM Y
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 E ARFRVNAF QNRGAGAVFRTIPSI|Y EDLGL{gNIF I[@N43RG VLVTGPTGSGKSTTLAAM Y
NTDB id 1060 ABD1 RS04380 WP 000355489.1 E ARFRVNAF QNRGAGAVFRTIPS)Y EDLGLNIF TI[@NE¥RG VLVTGPTGSGKSTTLAAM Y
NTDB id 1040 HON27 RS13360 WP 000355489.1 E B ARFRVNAF QNRGAGAVFRTIPS)Y EDLGL{HNIF T[eNEYRG VLVTGPTGSGKSTTLAAM Y
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