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IVVVFHEFGHFYFFAKRSGI LVREFSAIGMGPKLIWFASHHTGKNDNGTTVYTLIRLI LPLGGYVRMAGWQGDEEDETDTE IKPT

NTDB id 169326 AWJ15 RS03985 WP 077069406.1 MTTIIAFIVIFCILVVVHEFGHFYFAKRSGILVREFSIGMGPKLWASH.KNNTTYTLRLLPLGGYVRMAGWQDEEDEIKP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!!*!**!!!**!!*!!!!!!*!!!!!!!!!!!!*!!!!!!**!***!**!*!!*!*!!!!!!!!!!!!*****!!!*

logo GTSMPLAS IL ITLNGDKADGTKVTRR INALSDKRTQTVLDAQGTGAMLPVMQNVSTRAVYDLVEKDDKLVTI ETGYLPVNLGDEETEKLEKRTW
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NTDB id 169326 AWJ15 RS03985 WP 077069406.1 GTMLSIILNDAGTVTRINASDKTTLAGGMPVQVSRVDLVKDLVIEGYPNGDEEKLERWSVDHDATIIEEDGTEVQIAPED 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !***!**!***!*!*!!!*!!********!**!***!!***!*!*!***!** ****!!!!!!!*!!!!!!**!!!*!
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VLTVF I IYLGALFMVFQGVGQVVQLDNTTSNTQNI

L
G
I
T
QVLAPNGYGPAAAQQVASGLKSTNGADTAIQVAIDNGKEDKI

V
H
T
S
D
F
W
T
D
D
S

NTDB id 169326 AWJ15 RS03985 WP 077069406.1 VQFQNAPVWRRLIVNFAGPMNNFILAILTFIIYGLMFGVQVLNTNQIGTVLPGYPAAQAGLKSNATIQAIDGEKIHSFTD 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!!!**!*!!!*!!!!!!!!!!!**!*!!!*****!***********!**!**!***!!!****!*!!***!******
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NTDB id 169326 AWJ15 RS03985 WP 077069406.1 LSSKVSKQ.....AGKSVTFTVK.EHGKTQNVVIKPNKDG...KIGVEVLIEKSPARAFTYGFTQTWDLAVRTWDVLKSM 310
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGL 317
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGL 317
consensus !*************!*!***!!!***!*******!!*********!!**************!!***!**!******!!**
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QMTSSAQSAASKEGSGLQIGSLI LFDFLMGYMLSLIGNLGI SFNLLIP IPVALDGGKI LVLMNLI I ELA IRRKPLKNPQETI EGSVYVIT

NTDB id 169326 AWJ15 RS03985 WP 077069406.1 VTGGFSLNKLAGPVGIYTMTSQSAKGGLQGLLFFMGYLSLGLGISNLLPIPVLDGGKILLNLIELIRRKPLKPETEGVVT 390
NTDB id 323 STU RS10650 WP 011225396.1 I.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYIT 396
NTDB id 291 STER RS01205 WP 011680685.1 I.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYIT 396
consensus * **!!!!!!*!!!****!**!****!!***!**!!*!!**!!!*!!*!!!*!!!!!!**!*!!*!!!!!!**!*!***!
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NTDB id 169326 AWJ15 RS03985 WP 077069406.1 MVGLGLMVLLMLAVTINDIMRYF. 413
NTDB id 323 STU RS10650 WP 011225396.1 LAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 LAGVAVMVVLMIAVTWNDIMRAFF 420
consensus **!***!!*!!*!!!*!!!!!*!*
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