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NTDB id 169203 CTK RS03450 WP 017894821.1 MSENRKSKVGSSAAVGNVGKKARNFKPTMKKLISYLSDYKLSLVIVLIFAVVSTIFSIVGPKILGHATTKLFKGVMAKISGTGNI 85
NTDB id 370 SMU RS04260 WP 002263294.1 ....................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL......AGKI 59
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NTDB id 169203 CTK RS03450 WP 017894821.1 DFNYIGKIILLLVVLYVISALFGYIQGWIMSGISMKVTYKFRKDISEKINRMPLGYFDRTNHGEVLSRVTNDVDTLSQTLNQSLG 170
NTDB id 370 SMU RS04260 WP 002263294.1 DLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLV 144
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NTDB id 169203 CTK RS03450 WP 017894821.1 QIITSVTMVIGVLIMMISISWQMTLVALCVIPVSMGLITVIVKYSQKYFKQQQDYLGHLNGHVEEMYGGHIVMKAFNGEEKSVHK 255
NTDB id 370 SMU RS04260 WP 002263294.1 SMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQ 229
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NTDB id 169203 CTK RS03450 WP 017894821.1 FNKMNGQLFGSAWKSQFLSGIMMPMINFVGNLGYVGICILGGWLAVKRTIEVGDIQAFIQYVRSFTQPISQIANISNILQQTAAS 340
NTDB id 370 SMU RS04260 WP 002263294.1 FENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAA 314
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NTDB id 169203 CTK RS03450 WP 017894821.1 AERIFEFLEEEEEIPEVSNPVKLQNVNGSVEFKNVHFGYNTDKIIINDFSASIKPGQRIAIVGPTGAGKTTIIKLLMRFYDINDG 425
NTDB id 370 SMU RS04260 WP 002263294.1 MGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRG 399
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NTDB id 169203 CTK RS03450 WP 017894821.1 SILIDGHDIRDFTRGDLRSIFGMVLQDTWLYNGSIKENIRYGRLDATDEEVVQAAKAAHVDGFVRTLPAGYNMILNEEASNVSQG 510
NTDB id 370 SMU RS04260 WP 002263294.1 MISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDS.VTLSVG 483
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NTDB id 169203 CTK RS03450 WP 017894821.1 QKQLLTIARAILANPKILILDEATSSVDTRTELKIQKAMDNLMKDRTSFIIAHRLSTIRDADLILVMDHGDIVEQGNHEELLKKN 595
NTDB id 370 SMU RS04260 WP 002263294.1 QKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAEN 568
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