
logo ML
INNRVVLVGRLTKRDPVEDVLRYTPQSNSGVAAVAGSTFTSLMVAVENRNQTFKTNQANQSGDERETADF INCVTIWRRKAQSAENVFARNFLTRKKGSLAVGVEDGSR I

LQTR
NTDB id 169060 AWM76 RS00285 WP 003142907.1 MINNVVLVGRLTRDVDVRYTQSGVAVGSFSVAVERNFKNAQGERETDFINCVIWRKAAENFARFTRKGSLVGVEGSIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!*!!!!!!!!*!***!!! *!*!!**!**!!*!*!*!**!*!!*!!!!!!*!!* !!!*!*!**!!!!*!!*!**!!!
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LLEPSRKNSTGTVGTGEQSGRPQSAGDSDGNNNNSAGFSQGNGYFNENSGNQNASGNNGGNSSQYFGGNGNQNADQDNSGPFDGTSGPNSQFNQTNGQRNARSNPSAQSAFGNSN

NTDB id 169060 AWM76 RS00285 WP 003142907.1 NYENNQGQRVYVTEILVDNFSLLESKSVTESRPASDNNNNSGFGGFNNNNANNNSY..NNQNADPFDGNSFNQNSSSFNN 158
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDG.....ASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANN 148
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS..........GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS 150
consensus !!!!*!!!!!*!!!********!!*** **** * * ***! ***** ** ** *! ******* *!*
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NTDB id 169060 AWM76 RS00285 WP 003142907.1 GNDNPFPSSNDGSGSINVTDDDLPF 183
NTDB id 624 LCA RS00040 WP 011373726.1 TQADPFANN...GQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 FNDDPFAND...GKPIDISDDDLPF 172
consensus ***!!** * !***!!!!!!
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