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SGFSLMI EVLVALLLVICS IVGVLGMI

LAMQGKRATIAQYSTAQDMSAVEVRGNKTAAAMLAGDSENLLMESTI
MRATDSLPKYASLTQYDAVGKDTPLQT

NTDB id 168930 PcP3B5 RS11395 WP 061561302.1 ......MTRRGLAGFSLIEVLVALLVICVGVLGMLAMQGRAIAYSQDMAVRGTAAALADELMETIRTDLYSTQDAGTPLT 74
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKD..Q 78
consensus ******* * !!!*!!!!!!!!*!**!!!!!*!!!!* ! !* ! ! !! !* !*!**! * ! **
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LE IQRLAW
NTDB id 168930 PcP3B5 RS11395 WP 061561302.1 PPASSDYYKATGRAFPAAPSSCASLASLSASQRLGCWAQRVQQALPDAASLMSSDFHICRSNGASTCSGTGSAIEIQLAW 154
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MATQSDFFKAKGSAFPTAPSSCTPLPDA.IKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAW 157
consensus ** !!**!! ! !!! !!!!! *!* * !!!!!! ! * !! !* !* !!**!!!! * ! ! !! *!! !!!

logo RGVKQSGAECLVENAASDPSGSASDPTSTI
LCHYYTVLREVEP

NTDB id 168930 PcP3B5 RS11395 WP 061561302.1 RVKSGECLEASP.GSDPTICHYVLREEP 181
NTDB id 1195 PAKAF RS24020 WP 016253895.1 RGKQGACVNAADSSADTSLCYYTLRVEP 185
consensus ! ! ! !* ! ** !***!*! !! !!
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