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NTDB id 168814 RSJ16 RS07200 WP 330373457.1 MANNKKTMPKGPGMGGPKGMQGGEKAKDFKGTMKNLFNYLKPYRLSILIVIIFAIGSSAFSIVGPKVLGNATTEIFEGVV 80
NTDB id 370 SMU RS04260 WP 002263294.1 ........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA 56
consensus ************************ ! * ** *!!!*!* * *!! ! !! ***!! ! ! * !*
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NTDB id 168814 RSJ16 RS07200 WP 330373457.1 RKIGGEGNGGIDFNYIGKILGILLGLYVISALFSYVQSFIMSGISQKVSYKLRKEISEKINRMPLSYFDKKTHGEVLSRV 160
NTDB id 370 SMU RS04260 WP 002263294.1 ........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRV 128
consensus ********! !! !! ! ! !! !! !! !!!*! * !! ! *!! ! *!!!**!! !!! ***!* !!!!
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NTDB id 168814 RSJ16 RS07200 WP 330373457.1 TNDIDTLSQNLNQTMTQVITAVTTVIGVLIMMISISWQMTIVALLILPISGILISVVVKKSQSHFKSQQEYLGHVNGQVE 240
NTDB id 370 SMU RS04260 WP 002263294.1 TNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVE 208
consensus !!!*! **! !!** ** !* *!! * !!! * !*! ** *! *!** !!!**!! !! !**! ! !!
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VVKSASFYNAGEI EQAQAS IKKNEQFENENLNDKQLFYAESAMWKSQFFLSGI

MMMPLMMQSF IGNFIGYVLMVCS I LVGAGTYFMATIKNGKDTI ETMVGDTI LVASF IM
NTDB id 168814 RSJ16 RS07200 WP 330373457.1 ETYGGHNIVKAFNGEEAAINEFNELNDKLYESAWKSQFLSGMMMPMMSFIGNIGYVLVSILGGYFTIKKTIEVGDILSFI 320
NTDB id 370 SMU RS04260 WP 002263294.1 EVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFM 288
consensus ! ! !!!*! *!* ! !!! !* ! !!!!! !!*!!!*! !!!! !!!*!*!*!* ! ! *! !* !*
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NTDB id 168814 RSJ16 RS07200 WP 330373457.1 QYVRSFNQPIAQTAQVANIMQSMAAAAERAFEFLDEDEEVQTSESPVSVENIEGNVSFDHVNFGYSEDKIIINNFTTNIK 400
NTDB id 370 SMU RS04260 WP 002263294.1 TYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAK 368
consensus !!! ! !!!!! !! *!! !! ! !!!!!!*! * * *! *!!!! !!*! !!!!*!! !!* !* * !
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NTDB id 168814 RSJ16 RS07200 WP 330373457.1 AGQKVAIVGPTGAGKTTIVKLLMRFYDVNKGAILIDGHNIKDFNRSDLRSLFGMVLQDTWLFNGSIMENIRYSKLNASDE 480
NTDB id 370 SMU RS04260 WP 002263294.1 AGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDE 448
consensus !!!!*!!!!!!!!!!!!!! !!!!!!*! *! ! !!!*!!*! ! *** !*!!!!!!!!! !** !!* ! * *!!
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NTDB id 168814 RSJ16 RS07200 WP 330373457.1 EVIEAAKSAHVDHFVKTLPDGYKMELNEEANNVSQGQKQLLTIARAILADPKILILDEATSSVDTRTEVLIQKAMENLME 560
NTDB id 370 SMU RS04260 WP 002263294.1 QVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLME 527
consensus !! !!! *!*!!*!!!! !! ! ** *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!!*!!**!!!



logo GRTSF IV IAHRLSTIKRDNADL I LVMKRDGDNI IVEQGSHDEEQLLMAEEKGNGFYASDSLYNSQFETECEDVAEVC
NTDB id 168814 RSJ16 RS07200 WP 330373457.1 GRTSFIIAHRLSTIKDADLILVMKDGDIVEQGSHEELLEKGGFYSSLYNSQFEECDEVC 619
NTDB id 370 SMU RS04260 WP 002263294.1 GRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
consensus !!!!!*!!!!!!!!* !!!!!!!*!! !*!!!!!* !* !!! !!!!!! !* **
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