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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 168705 AUP74 RS16660 WP 069948983.1 ........MKKQQGFTLIELMIVVAIIGILAAVALPAYQDYTVRAKVSEAVIAASSAKSVMSEAFQSGGIGGMTAAATGY 72
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus !*!!!!!!!!!!*!!*!!!!!*!*!!!*!!!*!**!*!****! **!****! ** * * *****
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NTDB id 1109 OK783 RS10670 WP 157147416.1 ASA..............STIKGKYVQKVEVA.....KGVVTAQMAS...TGVNKEIQDKKLSLW.............AKR 118
NTDB id 168705 AUP74 RS16660 WP 069948983.1 NAT............PITQKASKYVQDV..VVTAASPWDIKVQIEANANNGIPATLDGNTLVFTPNVDDGAGAIGAPVAT 138
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKA.....VPAAT 146
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.T.......AAGGGTLALVPTAAGTA...LPVSSA 129
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCV.......GVQEISASNATTNVATA..TCGASSAGQIIVTMDTT.......KAKGANITLTPT.............Y 123
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASI..AIGA..NGVITITY.TA.......AAGGGTIVMTPTL............Q 111
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSI..AIGA..NGVITITY.TA.......AAGGGTIIMTPTL............Q 111
consensus * ****! ** ** * * ***** * ** **** *****
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NTDB id 1109 OK783 RS10670 WP 157147416.1 QDGSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPSTCRDESSAT 164
NTDB id 168705 AUP74 RS16660 WP 069948983.1 SVGAIDWACASLTNATATAR.GF.GSIVAGTLPAKYAPSECR...... 178
NTDB id 1188 NELON RS01755 WP 003772458.1 STGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK...... 188
NTDB id 1424 RS RS02795 WP 011000517.1 PSGPIMWTCYAQNKAQAASSVAPSG...TMSLAAKYAPAECR...... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ASGAVTWKCTTT..................S.DKKYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ANGDVTWTCTGG..................TLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ANGDVTWTCTGG..................TLLAKYRPASCRP..... 136
consensus ! * ! ! * ** *!* !**!*
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