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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 168695 AUP74 RS06995 WP 069946950.1 .MARGINKVILIGNLGADPETRYMPSGGAVTNVNLATSETWKDKQTGQQQERTEWHRVVFFNRLAEIAGEYLRKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQG.KDGIERTAYDIVAN....EMKMLGGRNENSGGAPYD........EGYGQSQ..EAYQRPA.......Q 134
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQG.KDGIERTAYDIVAN....EMKMLGGRNENSGGAPYE........EGYGQSQ..EAYQRPA.......Q 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQD.QNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGN.......QGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 168695 AUP74 RS06995 WP 069946950.1 EGSLRTRKWQDKQSGQDRYTTEIVAS....EMQMLDGRGEQGGYGQGMGGYDQQQGGGYGQ.QQGGGFQQGGQSSGYGQQ 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQD.QSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQ.PQQPA............. 145
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQ..EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQ..EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFN........GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 168695 AUP74 RS06995 WP 069946950.1 GNAAPSPMAPSQGGGHSAN..QGGNQGPAGGFDNSFDDDIPF 194
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..KQHQPMQQS......AP..QQYSQPQYNEPPMDFDDDIPF 177
consensus * *** * *** ** ** *********!!!!!!

X non conserved

X similar

X ≥ 50% conserved


