
logo

MTPQ
M
K
N
M
T
N
S
D
M
E

I
N
Q
R
T
D
H
I
N
D
E
T
R
L
E
Q
T
Y
A
F

K
P
T
W
A
L
WLKRAQLCLMNSAACRQFLMVTKPGQKRYLIGPSGAKRQVEAGKRTSMVFIDGNSLHRLKI

L
I
Q
M
L
A
K
R
S
E
K
N
S
T
R
D
I
R
V
W
Y
F

D
L
P
T
G

D
F
L
P
S

G
H
L
N
S
A
K
E
N
Q
L
N
F
I
M
A
L

C
E
F
Q
V
L
A
N
Q
S
F
L
A
Y

T
S
D
P

K
P
S
T
D
A

I
K
T
V
E
D
E
A
Q
F
W
V
L
E
K
L
Q
R
A
E
L
P
Q
A
C
A
M
L
V
I
G
W
R
L
G
N
P
T
K
H

E
S
A
P
K

A
E
H
I
K
R
W
Q

L
A
Q
A
V
I
L
R
V
E
Q
F
T
R
A
I
L
W
K
T
F
R
H
K
S
T
N
F
Q
A
P

A
V
D
E
D
F
H
P
A
K

RALARDSQ
K
E
I
Q
W
F
A

V
A
I
K
D
E
P
R
T
Q
A
D
C
ALANTVQEWLRSVAE

NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDP.....DFIKTDLNWL 70
NTDB id 168135 AL542 RS09975 WP 005500702.1 ....MSRELEWWLRLAAVPRLGGQAVSKIISRYPPHK.LEALDDIELAALGLKPAQVQALRHPDF.....SIIDRCLAWA 70
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSN.IVQYSTEQLQLLGLTAKQLQAW.SQVD.....KEVDACLTWV 73
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQ.LQSFTPKQWLACGLKPEQLVFLTTQAA.....KQAEQCLQWR 71
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGE.FCQYDKTALKQMGWNERQIQRWFNPEH.....KWIDQALQWA 69
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNE.LLNYDDVAFRQMGWGAIQIRRWFKPEA.....KFIEPALVWS 70
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1089 NMB RS00600 WP 002224767.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1120 NGFG RS10355 WP 020997408.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLAL 150
NTDB id 168135 AL542 RS09975 WP 005500702.1 SAPS.RHIIALTDHRYPYLLKQISGAPPLLFVDGDPRLLSLPQLAIVGSRHASSEGLALAHAFAKELAAHDVVVTSGLAL 149
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQDQ.QQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1361 HI 0985 AAC22646.1 QKEG.NHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLAL 149
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIA.EKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1089 NMB RS00600 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIA.EKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1120 NGFG RS10355 WP 020997408.1 GIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIA.EKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQIT.ENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIE 229
NTDB id 168135 AL542 RS09975 WP 005500702.1 GIDGRAHRGALDGQGKTIAVLGSGLDKVYPASHRQLAGDVR.DSGALVSELWPWSPPKPAFFPRRNRIISGLSTGVLVVE 228
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVA.ENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERII.AQGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVE 230
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 1361 HI 0985 AAC22646.1 GIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVE 229
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GASSYTHSLSI SQNEHPQTKDEGQSTVILDPDYEFTDKGQTRKRI
NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1089 NMB RS00600 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1120 NGFG RS10355 WP 020997408.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQF.....TSN........ 296
NTDB id 168135 AL542 RS09975 WP 005500702.1 AAMKSGSLITARLALEQGRDVFALPGSIHNPYAKGSNGLIKQGAFLVESVDDILVQVGTLAGCA......INHQL..... 297
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWS......INQSL..... 301
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWS......LSEQVPY... 301
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSV.....HIQPSL.FDTK 302
NTDB id 1361 HI 0985 AAC22646.1 ATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..I.....HSQTEIDFDQI 302
consensus !***!!!!!!!**!*!**!*!***!*** ** **!***!***!! !** ******** ** * ** *



logo

A
P
R
T
T
V
A
P
V
K
N
QTAYSDYQTALVPSKLPQSPDKA

E
A
D
E
T
G
P

I
R
V
L
K
A
M
F
A
Q
P
S
K
P
A
S
N
P
Q
R
V
E
D
G
I
Q
K
L

A
D
L
P
S
T

A
D
R
V
E
G
L
N
E
G
T
A
R
E

A
S
T
L
P

A
C
G
S
V
P

H
K
Q
V
G
F

E
Q
G
P
G
K
N
E
Q
S

I
L
F
V
Y
L
E
K
S
A
D

F
K
Q
N
R

I
M
V

S
G
I
L
Y
N
F
T
D
E
T
V
A
P
R
I
T
V

C
T
P
S
H

I
P
VDQDIV I

L
I
A
D
K
E
S
G

A
E
L
Q
R

C
F
S
L
T

G
Q
D
N
A

L
Q
Y
I
M
A
G
S
P
M
A
V
D
H
E
Q
A

Q
T
V
E
D
A
I
V
L
T
L
M
Y

I
S
V
A
M

E
G
A
QLALDNELELKSLQDDGAFLVHS IVKSIVAQSAEMVNRSPGLGRYKVIY I

Q
R
C
V
K
T
R

E
R
G
I

NTDB id 1094 KZH42 RS01320 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1089 NMB RS00600 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 RTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 393
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .............KPIFS.....LASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCE 358
NTDB id 168135 AL542 RS09975 WP 005500702.1 ..............EVAQPQDLREELPFPELLANVGNEVRCVDVLAELCDQPVHEIMMQLLELELQGFVSAVPGGYVRTR 363
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ..............DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKG 367
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ............QATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKG 369
NTDB id 1388 A4U84 RS04945 WP 062924099.1 P..K....QAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT. 375
NTDB id 1361 HI 0985 AAC22646.1 AVPN....YTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV. 373
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 RT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 RT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 RT. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 YER 361
NTDB id 168135 AL542 RS09975 WP 005500702.1 RG. 365
NTDB id 1399 DSB67 RS15600 WP 010645755.1 RG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RG. 371
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ... 375
NTDB id 1361 HI 0985 AAC22646.1 ... 373
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