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V I LMQSNDYLALASFNDHDPDL IKQATARHLALKNAS ILKLETETNQ
NTDB id 168111 AL542 RS02755 WP 050778560.1 METPSTPSTSIYKKKLPSFVEARLNSFLRDMTEPYENRRPLPVSSRPGEGAVIMQSNDYLALSFDDDIQTAHLNAIKTTN 80
NTDB id 1155 A1552VC RS17030 WP 001039912.1 ..........MNKPQLPDFIQNKIDHYIENYFDINKNGKHLVLGKQASPDDIILQSNDYLALANHPLIKARLAKSLLEEQ 70
consensus *********** !* !! !* ** *** ** ! * !** * * *!*!!!!!!!! ** ! * * *
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NTDB id 168111 AL542 RS02755 WP 050778560.1 ENVVMSAVFLQDAEHKPEFEKRLAEFIGMDGCVLSQSGWTANVGLLQTICEPGTHVYIDFFAHMSLWEGARIAGAQVIPF 160
NTDB id 1155 A1552VC RS17030 WP 001039912.1 QSLFMSASFLQNDYDKPMIEKRLAKFTGFDECLLSQSGWNANVGLLQTICQPNTNVYIDFFAHMSLWEGARYANAQAHPF 150
consensus * !!! !!! *!! !!!!! ! ! ! !*!!!!!! !!!!!!!!!! ! !*!!!!!!!!!!!!!!!! ! !! *!!
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NTDB id 168111 AL542 RS02755 WP 050778560.1 MHNSVSNLKRQIKKHGPGIILVDSVYSTIGTVAPLPAICELAKELDCALVVDESHSLGTHGPGGSGLINEMEVRDQVDFV 240
NTDB id 1155 A1552VC RS17030 WP 001039912.1 MHNNCDHLRMLIQRHGPGIIVVDSIYSTLGTIAPLAELVNISKEFGCALLVDESHSLGTHGPNGAGLLAELGLTREVHFM 230
consensus !!! * *!* ! *!!!!!!*!!!*!!!*!!*!!!* ** * !! !!!*!!!!!!!!!!!! ! !!* !* * !*!*
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NTDB id 168111 AL542 RS02755 WP 050778560.1 TTSLAKAFAYRAGAVLGPDNLIIALPFVSFPAIFSSTVLPQEVARLEATLDVIQNSDDKRRRLFEISDVLRAGLKEIGFN 320
NTDB id 1155 A1552VC RS17030 WP 001039912.1 TASLAKTFAYRAGAIWCNNEVNRCVPFISYPAIFSSTLLPYEAAGLETTLEIIESADNRRQHLDRMARKLRIGLSQLGLT 310
consensus ! !!!! !!!!!!!* ** * **!!*!*!!!!!!!*!! ! ! !! !!**! ! *! *! * !! !! *!
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NTDB id 168111 AL542 RS02755 WP 050778560.1 IRSESQIISLECGDEQNTEHVRDFLESKGVFGAVFCSPATPKNKAIIRFSLNADMSYREVDHVLTVCQAAYNHPDLRFY 399
NTDB id 1155 A1552VC RS17030 WP 001039912.1 IRSESQIIGLETGDERNTEKVRDYLESNGVFGSVFCRPATSKNKNIIRLSLNSDVNDEQIAKIIEVCSDAVNYGDFYFR 389
consensus !!!!!!!! !!*!!! !!!*!!!*!!! !!!! !!! !!!*!!! !!! !!! !* * *** !! ! !**! !
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