
logo MHQQDEHNQPTFFFFDYETWGTVNPAKDRPSQFAGVRTDEMDNFNI IGEPLVI
MYCQLPPANDYLPASPEAAL ITGITPQKATNVQSEQGLASEP

NTDB id 168066 AL539 RS02370 WP 104975258.1 MHQDNQPTFFFFDYETWGTNPAKDRPSQFAGVRTDENFNIIGEPLVMYCQPPADYLPSPEAALITGITPQKTVQEGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!*!!!*! !!!! !!!!!!!!!!!!! !! !!

logo EF IAKR IHATELASRTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDEPYAWSWQHNGNSRWDLLDVLRACHALRPEGI

VEWPENDEDGFT
NTDB id 168066 AL539 RS02370 WP 104975258.1 EFIAKIHTELARPNTTSLGYNSIRFDDEVTRYTCYRNFIEPYAWSWQNGNSRWDLLDVLRACHALRPEGVEWPENEDGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! !! !!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFSTMRHQKRKLNTDEL IVDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 168066 AL539 RS02370 WP 104975258.1 SFKLEHLSVANGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFFSMRQKRKLNDLVDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!*!!!! *!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP I
VAWHPTNNQNAVITVI

VDLAGKDPQP I
LLELDSAEETLHQAERLYTKRRYEDLAGPDEELLPVPVKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 168066 AL539 RS02370 WP 104975258.1 TSWIVPVAWHPTNNNAVITIDLAKDPQPILELSAEELHERLYTKREDLG.ELLPVPVKLVHLNKCPILAPAKTLTAENAE 319
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!*!!!! *!!*!!!!!*!!! !! !* !!!!* !!!*** !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
NIG IDREQKQCLADHNLANI

V
I
LRQHPE IREKL IVGTLVFS IQEREQFENKQESDSDVDSTQLYADGFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDK

NTDB id 168066 AL539 RS02370 WP 104975258.1 NIGIDRQKCLDNLAILRQHPEIREKLIGLFSIERQFEKSDDVDTQLYDGFFSPADRAAMDIIRETDPNNLAALDIEFDDK 399
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !! *! **!!!!!!!!!!* *!! !! ! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!

logo R I EKPLLFRYRARHNFYPGHTLDTDEQTEQRRWAALHCRDEVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHRYVEKSLACS
NTDB id 168066 AL539 RS02370 WP 104975258.1 RIKPLLFRYRARNFPGTLDEQEQRRWALHCREVFESQIEEYMLNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!**!*!! * !!!!!! !!!* !! **! !!!!!!!!!!!! !*!!*!!!!!!!*!!! !!*

X non conserved

X similar

X ≥ 50% conserved


