
logo

MQQKSEGPKSRYLLMVEDTASVAALYRSYLTPLDGIDINI IVGTGRDAI ES ILGNHRREIPDL I LLDLRLPDMTGMDVLHYAVKEKKS
NTDB id 167759 AL537 RS15700 WP 167394171.1 MQQKSEGPKSRYLLMVEDTASVAALYRSYLTPLGIDINIIVGTGRDAIESLNHRIPDLILLDLRLPDMTGMDVLHAVKKS 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINI.VGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEK 65
consensus **************!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!* *! !!!!!!!!!!!!!!!!!!!*!!!
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H
SPDVP I IVFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLRVTVNNAIRKASTKLKNDEAVDNPGKNQNSYQGF IGSSQTMQAQVYR

NTDB id 167759 AL537 RS15700 WP 167394171.1 HPDVPIIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNEADNPGNQSYQGFIGSSQTMQQVYR 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYR 144
consensus *!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!* !!* !! !!!!!!!!!!!! !!!

logo TIDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAANTDERQGAAEALAD
NTDB id 167759 AL537 RS15700 WP 167394171.1 TIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAANDRQGAAELAD 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAAD 224
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!! !!

logo GGTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLR
NTDB id 167759 AL537 RS15700 WP 167394171.1 GGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLR 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLR 304
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 167759 AL537 RS15700 WP 167394171.1 ERGEDVIEIAYSLLGYMSHEEGKSFVRFAPDVIDRFNSYEWPGNVRQLQNVLRNIVVLNNGKEITLDMLPPPLNQPLDRP 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPI 384
consensus !!*!!!!!!!!!!!*!!*!!!! !!! **!**!! !!!!!!!!!!!!!!!!*!!!! !*!!!!!!!!!!!!!* **
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SE I FMPLWMTEKMQAI EQAI EACDGNIPRAAGTYLDVSPSTIYRKLQATWNEGKEVEKERKQEKKVER

NTDB id 167759 AL537 RS15700 WP 167394171.1 SSVAKFIEPKVMTASEIMPLWMTEKMAIEQAIEACDGNIPRAAGYLDVSPSTIYRKLQAWNGKEERQKV.. 469
NTDB id 1157 A1552VC RS03895 WP 001888250.1 NRALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus * ** ** *!! !!!!!!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !! ! **

X non conserved

X similar

X ≥ 50% conserved


