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1301 VF RS04680 WP 011261559.1
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1289 VP RS06025 WP 005459593.1

167686 AL536 RS37835 WP 024374700.

1182 VC RS05655 WP 001005366.1

1181 GTF75 RS08345 WP 001005366.1
1180 GTF71 RS08330 WP 001005366.1
1179 GTF74 RS08650 WP 001005366.1

1144 A1552VC RS04550 WP 001005366 .
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