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NTDB id 1191 AAC28468.1 484..945( ) ...MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRAD....RGSFPNAAALVA 73
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT....EGSFPATTAGTA 76
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT....EGSFPATTAGTA 76
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT....EGSFPATTAGTA 76
NTDB id 167665 AL475 RS17745 WP 020332201.1 MNANQRKQQQGFTLIELMIVVAIIGVLSAIAVPAYKNYVSKSELASGFATLKSLVTPAELYIQE....NGSLSGATSSTF 76
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQE....NGIAAAATLAQL 76
NTDB id 1400 DSB67 RS12660 WP 010643261.1 MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGAFKTKCHQTA 80
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILN....AGALVAGTPSTA 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVN.....EGAVPTKLSDV. 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALS.....RGWSVKSGTGTE 70
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAIN.....EGKTPSLTSTDE 72
NTDB id 1204 PSJM300 03935 AFN76865.1 .MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAIS.....EGHTPSLVSSLP 74
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NTDB id 1191 AAC28468.1 484..945( ) GNVIFDSANGLDGKYFAPGGVTVTPD....TGA..INIAFDA....GANAGKTMTITPTVIAASGQISTWTCAPGAANG. 142
NTDB id 1184 GTF74 RS02335 WP 000649326.1 AGF......TRLGTVEDMGDGKIVIA.PTASGALGGTIKYTF.DA.GVVSSSKIQLARD.A.....NGLWTCSTTVTSE. 140
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AGF......TRLGTVEDMGDGKIVIA.PTASGALGGTIKYTF.DA.GVVSSSKIQLARD.A.....NGLWTCSTTVTSE. 140
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AGF......TRLGTVEDMGDGKIVIA.PTASGALGGTIKYTF.DA.GVVSSSKIQLARD.A.....NGLWTCSTTVTSE. 140
NTDB id 167665 AL475 RS17745 WP 020332201.1 GV........VSGGTNSIGSVNVD...P.....TNKKLTFSF.S.NSSIDGTTIDYNRS.......SGAWICTVTFASG. 130
NTDB id 1292 VP RS12235 WP 005479693.1 GV........DVAA.NDLGAIDSALA.G.....GSPTLTFTF.DADSSIDGGILTFTRD.A.....ATGWSCLPTAP.A. 132
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ........NGIPAAF.TLNNLTVTPAAGAASGAISITVNA.ANDKGPIKQNEKYILTATYA...SNGVTWSSECKDATNA 147
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .G...SSCVGVQEISASNATTNVATATCGASSAGQIIV..TM..DTTKAKGANITLTPTYA...SGAVTWKCTTT..... 135
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .........GFTAATSSVCATYSIDAFTETDGAGKIT.CTLKG..NPKIATKIVELTRS.T.....DGAWTCVSD..... 126
NTDB id 1192 PAKAF RS23870 WP 024947914.1 DATKKEVPLGVAADANKLGTIALKP..DPADGTADITLTFTMGGAGPKNKGKIITLTRTAA.....DGLWKCTSD..... 138
NTDB id 1197 PSJM300 03940 AFN76866.1 ......GYIGITDSTS.YCDVDLD...TAADGH..IE.CTAKGGNAGKFDGKTITLNRT.A.....DGEWSCAST..... 128
NTDB id 1204 PSJM300 03935 AFN76865.1 ......GFIGIGASTN.YCTVTLI...ATATGS..IT.CTTQNGMPDRFNGKTITIART.T.....DGLWDCTSD..... 130
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NTDB id 1191 AAC28468.1 484..945( ) IETRRLPTSCQ*........... 153
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .IA...PKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .IA...PKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .IA...PKGCTAGATIN...... 153
NTDB id 167665 AL475 RS17745 WP 020332201.1 .ITLDKPKSCS............ 140
NTDB id 1292 VP RS12235 WP 005479693.1 .IAV...DGCS............ 139
NTDB id 1400 DSB67 RS12660 WP 010643261.1 VQTSYCP................ 154
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SDKKYVPSECRG........... 147
NTDB id 1038 H0N27 RS01510 WP 000993725.1 VPTEFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 QDEQFIPKGCSK........... 150
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NTDB id 1204 PSJM300 03935 AFN76865.1 LDSRYKPGKCL............ 141
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