
logo MKRI LMIVEDDFVVIARESLAGSELKMKWNYDGVI
V
A
VVDEQTFDDI LVS IWFNVKQHYEQPDQLVLLDINLPTLNGFHWCQE IRKSTSNVP I I F I SSR

NTDB id 167419 AL501 RS07940 WP 062078188.1 MRIMIVEDDVVIRESLAGELMKWNYDVVAVDTFDDIVSWFVKYEPDLVLLDINLPTLNGFHWCQEIRKSSNVPIIFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !*!*!!!!! !! !!!! !! !!!! !* !* !!!!*! ! * ! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo

I
TDNMDQIMAIQMGGDDF I EKPFNLSLTI

V
A
TKIQALLRRTYDLSTVANHNDNESLTTVKRDGCKTL I ILDEAKTLVVYYKQEEQNS IVHQLSFLTELQI ILK

NTDB id 167419 AL501 RS07940 WP 062078188.1 TDNMDQIMAIQMGGDDFIEKPFNLSLTVTKIQALLRRTYDLTVNHNETTVRDCKLIIDEATLYYKEESVHLSFTELQIIK 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!*! * !!* ! !!*!!! * ! ! **!! !!!!!*!

logo

L
MLFDQNEQDGKYVSRTAL I EKCWESEHNF IDDNTLAVNMTRLRKKLNSTIGLVENDF I EITKKNI

VGYKV
NTDB id 167419 AL501 RS07940 WP 062078188.1 MLFDNQGKYVSRTALIEKCWESEHFIDDNTLAVNMTRLRKKLNSIGLEDFIETKKNIGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus *!! ! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!* !!! !!!!*!!!!

X non conserved

X similar

X ≥ 50% conserved


