
logo MEKDSLSYKQCR IHYKQSCQECYLATSTLGETI ERHYRASHLFGGSYSLSTVDDTVFAMVASDEGELYLRACEQSATQYAC I
V
K
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NTDB id 167106 AWR26 RS16465 WP 064567441.1 MEDLSYQCIHQSCECLTSLGEIRHRAHFGGYSLSVDDTVFAMVAEGELYLRACEQSTQYAITHHAPLLIFNKRGREVSLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus ! !!! *!* !*!*! *!! ! *! *!! !!!*!!!!!!!!! *!!!!!!!!!!! !!** ! ** ! * !*!! !*!!

logo YYFRVDEQASLWNRDNQRLPKMLLVERLSAKYSLDAALRKREKSVQTRNSATREKRLKRDLPNLMS
TFHQI

LEATI
QLGRDEAVGIKMDI

V
Q
R
A
TLR I

LLGAKAMCSWLRLRKQAQN
NTDB id 167106 AWR26 RS16465 WP 064567441.1 YYFVDQALWNDRPMLLELSAYSLDAARREKVQRSARKRLRDLPNLTFQIETQLRDAGIMDIQTLRLLGAKASWLRLRKAN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! !! !! * !* !! !!!!!! *!! ! ! !!*!!!!**!**! ! * !! !* !!*!!!! *!!!!! !
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NTDB id 167106 AWR26 RS16465 WP 064567441.1 RHLGVKILLALEGAIVGLHEAALPAQTRQELMEWFAIVMKKTANPH... 206
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus ** !!! !!!!!*!*!!!!!! !!!! !! * *! !****

X non conserved

X similar

X ≥ 50% conserved


