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NTDB id 167065 AWQ23 RS08395 WP 232309000.1 EVLIDKMILEQLYDPLTHLINNAITHGIESPEVRLSKGKPAAGVVSLKAYIQGNQIVIAIADDGAGMDSEALVHKALEKN 518
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NTDB id 167065 AWQ23 RS08395 WP 232309000.1 KDPNLEKIPVAMLTSRGADRHRQMAAELGASAYFTKPYLEEVLLDAAQKMRQGDVLLPGSTKQPTVS..EPGDGMGDFEP 910
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