
logo MTHSSSLSPSKKRSTRALVALRNDYFSPFGNKL IVAQGQGHVVDAHEQQLMERKQALVEQTVKRKRSTGRPSLPTAEEI LVEKAELVTGKRAELSPELLVRQYKKHNHQLFELK
NTDB id 167056 AWQ23 RS03635 WP 062432634.1 MTHSSLPKRTRALALRNDFSPFGNKLIQQGVVDHQQMEKALVETRRSGRPLTAIVEELTGKALSPELVRQYKKHHLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !!*!! *!**!!*!!!! !!!!!!!!* !*!!* !* !!! ***!!*!* * *!!* !!!!!*!!!!!**!!!!!
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NTDB id 167056 AWQ23 RS03635 WP 062432634.1 ILYGLNSIDPEVQKIDIDQMGELINSFVPVELCRRHRLLPIRRVQ...DEVIVAMVEPDNLAAQDDLNRLFRLQNLTLRR 157
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
consensus *!!!* !*!!!! *! !!*!!! ! !** !!!** !!* **** !*!!!!*!!!!!!!!*!!!* !* !!!
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NTDB id 167056 AWQ23 RS03635 WP 062432634.1 IVITEDDYRQVLDGYLEQQVQIQIQQQEQAAKAAEAAELRKAVDIEDLDLGVAGELDEQEEESADLMNENQASSAPVIKL 237
NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRD....QERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINL 236
consensus *!*! !!* !*!* ! ! **** ! ! !* !* * ! ! !* * ! ! !!!! !
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NTDB id 167056 AWQ23 RS03635 WP 062432634.1 VNKVLLKALQEGASDIHIEPQENDLRIRFRKDGVLQYAFDPLPKRIVPAVTARFKIMADLDIAERRSPQDGRIRRVFKGR 317
NTDB id 1410 SGL RS13950 WP 010873519.1 VNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGR 316
consensus !!!*! !!!!!! !!!!*!!!! !!!!!!!!!!!* !!!!!!**! !!! !!!!!!!!*!!!!!!!!!!!*!!!** !!
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NTDB id 167056 AWQ23 RS03635 WP 062432634.1 KVDFRVNSLPSRYGEKIVLRILDNSSTQLGLDLLITNQDILGQVREMAQRPFGLILVTGPTGSGKSTTLYSILAERNEPG 397
NTDB id 1410 SGL RS13950 WP 010873519.1 KVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPE 396
consensus !!!!!!!*!!!!!!!!**!!!!!!! !!!!!! !!!!** ! !!!*! !!*!!*!!!!!!!!!!!!!!!!*!!!!! !
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NTDB id 167056 AWQ23 RS03635 WP 062432634.1 INISTAEDPIEYTLPGITQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPG 477
NTDB id 1410 SGL RS13950 WP 010873519.1 VNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAG 476
consensus *!! !!!!!!!! !!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo AIARLDEMGVEPFMI
VSGSLLGVLAQRLMRKRVCGTECR IAPYHQPSTKVEELASRFYGLSASNSDGDREHPVLVTFVYKRANSTLSTPDEEQIHQLMAKREQAKGNS

NTDB id 167056 AWQ23 RS03635 WP 062432634.1 AIARLDEMGVEPFMISGSLLGVLAQRLMRRVCGECRIPYQPTVEELARYGLSSNDRHPLTVYRANTLTPEQIQMAKEAGS 557
NTDB id 1410 SGL RS13950 WP 010873519.1 AIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGN 556
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!! !!!!*!*!* !!! !*!!! ***! !*!!*!*!* !**!* !
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NTDB id 167056 AWQ23 RS03635 WP 062432634.1 LCPKCGGGGYKGRVGVYEFMQNSEEIERLINTGATTDMIKEVAVQEGMLSILAYSLELVKEGHTTFEEVDRVTFTDSGLE 637
NTDB id 1410 SGL RS13950 WP 010873519.1 LCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLE 636
consensus !!*!! ! !!!!!!!!!! ! !!! ! !!! !!!!! !!**!! !!!***!!!!! !! !!*!! !!!*!!!!!!*!!!
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NTDB id 167056 AWQ23 RS03635 WP 062432634.1 AELKAKRKTGLVCDTCNAELQPDWLDCPYCMTPRFS 673
NTDB id 1410 SGL RS13950 WP 010873519.1 SEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus !**!!!!**! ! !! !!!!**!!!!!!!!!*!!!
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