
logo MKKSLSYEKR IYKQSQTEKYLASPTLGETI
V
E
Q
H
YRASLFGGSYSTLATVDDATVFAMVSDGELYLRACEEQSAPQYCAVKHNPTPTSVW

YLTLYKMKCRGRASVLTLN
NTDB id 166955 APT61 RS14760 WP 059308343.1 MKKLSYERIYQSTKYLSPLGEVQHRALFGGYTLAVDDAVFAMVSDGELYLRACEESAPYCAKNTTSYLTLMKRGRAVLLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!! ! !! *!! * *! !!! !*! !!! !!!!!!!!!!!!!!!! !!*!! !*** *!! !*!! ! !!

logo YYRVDEASLWQRDNQLNKLLVQRLSKSLYASLDEAALRKREKRRSETRNYKTRDERLKDLPNLMNSFHQLEAI ILLGNEAVGIKTDNEVARALRAI LGAEKMQCSWLKR I
LRAQLQN

NTDB id 166955 APT61 RS14760 WP 059308343.1 YYRVDEALWQDQNKLLQLSSLALEAARRERRERYKRDRLKDLPNLNFQLEILLNEAGITNEAALRALGAEQSWLKIRALN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!! !! ! !!* !! !*!! *!* ! !*!!!!!!!* !*!! *! ! !! !!! !!! *!!**! !

logo

K
S
H
L
L
V
S
T
E
YKI

VLFAMLEGAI IVG I
LHEAALPEVALRRQRELAVEWAYDKSTLPTPVEKNQESFPHPASEGLSE

NTDB id 166955 APT61 RS14760 WP 059308343.1 KHLSYKVLFALEGAIVGLHEAALPELRRRELVEWYKTLPVENSPHSGS. 208
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *** !*!! !!!!!*!*!!!!!! !! !! !! *!** * * *
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X ≥ 50% conserved


