
logo MVRLRTLVRAIAAASVLTSGMAHGLGLGE ITLKSALNQPLDAE I ELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD
NTDB id 166917 APT60 RS09395 WP 024929044.1 MVRLRTLVRAIAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD 80
NTDB id 1196 PAKAF RS09365 WP 016253171.1 MVRLRTLVRAIAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRAPQ
NTDB id 166917 APT60 RS09395 WP 024929044.1 LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRAPQ 160
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRAPQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo APAPVRTTAPAGSDTYRTVSNDTLWE IAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLR IPTEQQMLERSP
NTDB id 166917 APT60 RS09395 WP 024929044.1 APAPVRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP 240
NTDB id 1196 PAKAF RS09365 WP 016253171.1 APAPVRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLA
NTDB id 166917 APT60 RS09395 WP 024929044.1 REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLA 320
NTDB id 1196 PAKAF RS09365 WP 016253171.1 REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLA 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTKESLDSTRRENEELQSRMQDLQSQLDKLQKL IQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAASQAPAQPGT
NTDB id 166917 APT60 RS09395 WP 024929044.1 VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAASQAPAQPGT 400
NTDB id 1196 PAKAF RS09365 WP 016253171.1 VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGT 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo PAAVAAPTPAPAGEAPAAPAQPPVAPPPAPAAEKRPPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL
NTDB id 166917 APT60 RS09395 WP 024929044.1 PAAAAPTPAPAGEAPAAPAQPPVAPPPAPAAEKPPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL 480
NTDB id 1196 PAKAF RS09365 WP 016253171.1 PAVAAPTPAPAGEAPAAPAQPPVAPPPAPAAERPPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL 480
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LMI LSRRNAQKEKEEAQAFAADATGEEQEDALDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIY IAYGRF
NTDB id 166917 APT60 RS09395 WP 024929044.1 LMILSRRNAQKEKEEAQAFAADAGEEQEDALDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRF 560
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LMILSRRNAQKEKEEAQAFAADTGEEQEDALDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRF 560
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELRE IGGAQPQVEQLKSRYPAMVAVAAVAAVAGLAGATK
NTDB id 166917 APT60 RS09395 WP 024929044.1 NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVAAVAAVAGLAGTK 640
NTDB id 1196 PAKAF RS09365 WP 016253171.1 NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVA...AVAGLAGAK 637
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!***!!!!!!! !

logo LAQDELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGGDDVQADLKSDSGALDDLTLDSDLDLAASTAPADKPV
NTDB id 166917 APT60 RS09395 WP 024929044.1 LAQDELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGGDDVQADLKSDSGALDDLTLDSDLDLAASTPADKPV 720
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LAQDELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGGDDVQADLKSDSGALDDLTLDSDLDLAASTAADKPV 717
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo DDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAAEEPALSLPDDFD
NTDB id 166917 APT60 RS09395 WP 024929044.1 DDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAAEEPALSLPDDFD 800
NTDB id 1196 PAKAF RS09365 WP 016253171.1 DDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAAEEPALSLPDDFD 797
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LSLADEPTEPAAPEKGEDSFAAQLDEVSAQLDELASNLDEPKSATPSFSAEDAAVASALDGDADDDFDFLSGADEAATKL
NTDB id 166917 APT60 RS09395 WP 024929044.1 LSLADEPTEPAAPEKGEDSFAAQLDEVSAQLDELASNLDEPKSATPSFSAEDAAVASALDGDADDDFDFLSGADEAATKL 880
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LSLADEPTEPAAPEKGEDSFAAQLDEVSAQLDELASNLDEPKSATPSFSAEDAAVASALDGDADDDFDFLSGADEAATKL 877
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLARAYIDMGDSEGARDI LDEVLAEGNDSQQAEARELLERLA
NTDB id 166917 APT60 RS09395 WP 024929044.1 DLARAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERLA 922
NTDB id 1196 PAKAF RS09365 WP 016253171.1 DLARAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERLA 919
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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