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NTDB id 166886 APT62 RS03520 WP 059348722.1 MTKKKDANQPSLMANIMTYAREYKWPFVAAVVLAMIGSISSIIGPDRLGDMTDKITEGLMSPDGIDLERISQIAITLVVI 80
NTDB id 370 SMU RS04260 WP 002263294.1 ....MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG..KIDLDKIGEIALTLALL 74
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NTDB id 166886 APT62 RS03520 WP 059348722.1 YVLGAVFTYIQTFLMATIIQNFSKKLRKNVSDKIDRLTLRYFDSHSHGDTLSRVTNDLDLVGQSLNQTMPSFIPSVTLLI 160
NTDB id 370 SMU RS04260 WP 002263294.1 YFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLI 154
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NTDB id 166886 APT62 RS03520 WP 059348722.1 GTLVMMFYNNAILTLVALVSVVIGFAGIVLILGRSQGYFISQQKNLANVNSIAEESYTGQSVLTTINARNQMTETFSEAN 240
NTDB id 370 SMU RS04260 WP 002263294.1 GSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLN 234
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NTDB id 166886 APT62 RS03520 WP 059348722.1 EALYDSVWHAQFLSGIMQPLMQFIGNFGYVAVSVVGSIMALNGDITFGVIVSFMVYVRMFTQPLGQLSQSFASFQSASAA 320
NTDB id 370 SMU RS04260 WP 002263294.1 DQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAA 314
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NTDB id 166886 APT62 RS03520 WP 059348722.1 LNRVFEFLNEEEMVEETNLLSELPDVHGDVTFEHVNFGYEADQPIIKDFSVTAKSGQKIAIVGPTGAGKTTIVNLLMKFY 400
NTDB id 370 SMU RS04260 WP 002263294.1 MGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFY 394
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NTDB id 166886 APT62 RS03520 WP 059348722.1 PIDSGEIYIDGIPTSEISRAAVHDQFSMVLQDTWLFEGTIRENLIFNQDHITDEMVESAAAAVGIDHFINTLPKGYDTVL 480
NTDB id 370 SMU RS04260 WP 002263294.1 EVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVL 474
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NTDB id 166886 APT62 RS03520 WP 059348722.1 DDSVTLSVGQKQLFTIARALLKDAPLLILDEATSSVDTRTEVLLQEAMDKLMEGRTSFVIAHRLSTIRNADIILVMDHGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 DDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGN 554
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NTDB id 166886 APT62 RS03520 WP 059348722.1 IIEQGNHEALMAKGGFYADLYNSQFAK... 587
NTDB id 370 SMU RS04260 WP 002263294.1 IIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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