
logo ML
INNRVVLVGRLTKRDPVEDVLRYTPQSNSGVAAVAGSTFTSLMVAVENRNQTFKTNQANQSGDERETADF INCVTIWRRKAQSAENVFARNFLTRKKGSLAVGVEDGSR I

LQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 166878 APT62 RS00055 WP 026465541.1 MINNVVLVGRLTRDVDVRYTQSGVAVGSFSVAVERNFKNAQGERETDFINCVIWRKAAENFARFTRKGSLVGVEGSIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!!!!!!!!*!***!!! *!*!!**!**!!*!*!*!**!*!!*!!!!!!*!!* !!!*!*!**!!!!*!!*!**!!!

logo NYENNQQGQRVFYVTE I
V
L
Q
V

A
V
E
D
S
N
V
F
Q
S
F
LLEPSRKNSTGTVGTEQSRPQAGDSDGANNSGNQSGFSGNGYFNENSGNQNASGNNGGNQSYFNGGGNSQQNADQDNSGPFDGTSGPNSQFNQTNGQRNARSNPSAQSAFGNSNFGT

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGG.........GSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSF 151
NTDB id 166878 APT62 RS00055 WP 026465541.1 NYENNQGQRVYVTEILVDNFSLLESKSVTESRPASDNNNSGFGGFNNNNANNNSYN..NQNADPFDGNSFNQNSSSFNNG 158
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ....NFNSNQSNG.......SQQSGFTSPQQTGNAPAANNT 149
consensus !!!!*!!!!!*!!!********!!*** ** * * *** ***! ***** * ** *! ******* *!*
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NTDB id 113 BSU 40900 NP 391970.1 NDDPFA...NDGKPIDISDDDLPF 172
NTDB id 166878 APT62 RS00055 WP 026465541.1 NDNPFPSSNDGSGSINVTDDDLPF 182
NTDB id 624 LCA RS00040 WP 011373726.1 QADPFA...NNGQAIDISDDDLPF 170
consensus ***!!* * * !***!!!!!!
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