
logo MF
WELMVKAGGWI

MMLP I I LCSS IALALTAGI IAVERLWTLRPRSRVATPPHTLLAGQVWKRWIKQDKQLNSANEQKRLKRELRADGSPLGDE I LAAGLATN
NTDB id 166869 APT59 RS16505 WP 059315847.1 MFEMVKAGGWMMLPIILSSILATAIIAERLWTLRRSRVAPPTLLAQVWRWIQDKQLNAERLRELRAGSPLGDILAAGLTN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !*!*!!!!!!*!!!!!!*!! ! *!! !!!!!!!*!!! !!*!!*!!!*!! !!!! *!*!!!! !!!!*!!!!!! !

logo SKRHRGRDE IMKEAC I EEAAGASRVVHDLERYLNATLGSTIAAGI
LAPLLMGLLGTVFLGMIDE I FSAFMGNDSGMANAP I

LLAGGI SKAL IVTTAAT
NTDB id 166869 APT59 RS16505 WP 059315847.1 SRHGRDIMKEAIEEAGSRVVHDLERYLNTLGSIAALAPLMGLLGTVFGMIDIFSAFMNDGMANAPILAGGISKALVTTAT 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !**!!*!!!!*!!!!* !!!!!!!!!!! !!*!!**!!!*!!!!!! !!!*!!!!!! !!!!!!*!!!!!!!!!*!!!

logo GLLMVAGIPALVFFHRFYLLRRVDELVVGMEQEAI
VKLVDE I

V
L
V
H
QGDRDEVDLVGREGAKAPA

NTDB id 166869 APT59 RS16505 WP 059315847.1 GLLVAIPAVFFHRYLLRRVDELVVGMEQEAVKLVDILHGDREVDVREGAPA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!*!*!!!*!!!!*!!!!!!!!!!!!!!!!*!!!****!!!*!!* !! **

X non conserved

X similar

X ≥ 50% conserved


