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NTDB id 1009 ACIAD RS15175 WP 004923730.1 .......MKQIIRQFSIGTVAYAIM.QVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKA 71
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .......MNHVFRQFSMGAVAIAIM.QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKA 71
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .......MNHVFRQFSMGAVAIAIM.QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKA 71
NTDB id 166855 APT59 RS03140 WP 059313510.1 MGGASTVKTNSARRLGLGLALLLGSLAGQALAADLQALNVASLPGDRIELKLTFDQPVP.VPKGYTIEQPARIALDLPGV 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .........MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGV 70
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV........... 139
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 GQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT................P 133
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK................P 133
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK................P 133
NTDB id 166855 APT59 RS03140 WP 059313510.1 ANKLG..TKSRDLGNGNARSVTVVEAGNRTRLIINLTNLASYDTRADGRNLFVTIGGTAGRQAATAQANLTPNLPRAAAP 157
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTA......PVK... 139
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ................................FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEI 187
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ................................FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEI 187
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VATSAP.................................APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKV 180
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LPVVS..................................AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKV 179
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LPVVS..................................AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKV 179
NTDB id 166855 APT59 RS03140 WP 059313510.1 ATVTAPAPAPLPGAVTRTPLPPTQATSTVAAMTAPRP.QLRGKAIRHIDFQRGPQGEGNVVIDLSETGINPDIQEQGGKI 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...ASPAPASYAQP..................IKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKI 198
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 RLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFA 278
consensus ** ******! ! *!*** !!**!!* * * ** * **! **!*!****!! ************ ** *



logo

F
Y
S
TGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNGLINLMVTVAASDKTSVQGDNITLHRLNQKNDI

VPWDQALDLIVI LTKTQKNGLDKRKQRI
L
K
NGNVLMIWLVIDATPAKVSDASE I

M
L
A
D
I
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 FTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMD 347
NTDB id 1009 ACIAD RS15175 WP 004923730.1 YTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELI 339
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELI 338
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELI 338
NTDB id 166855 APT59 RS03140 WP 059313510.1 YTGEKLSLNFQDIDVRSVLQLIADFTNLNLVASDTVQGNITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIA 396
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ...............................NSLLSDR 396
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ...............................NSLLSDR 396
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 GKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA 474
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANELA 474
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NTDB id 166855 APT59 RS03140 WP 059313510.1 GSISVDERTNSIIAYQTQNRLDELRRIVSQLDIPVRQVMIEARLVEANVDYSKQLGVRWGGNSTSGN....FAVYGKDGA 523
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 RGTAP.................ANVVPLERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELIS 536
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RGTAP.................ANVVPLERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELIS 536
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LWN......LRNPDSN.....GTYTIERPDNLNVD.....LGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVIS 554
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LWN......LREPKKDETTGGYKYTIERPDNLNVD.....LGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIS 566
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LWN......LREPKKDETTGGYKYTIERPDNLNVD.....LGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVIS 566
NTDB id 166855 APT59 RS03140 WP 059313510.1 TTVDPTTRQVFLPGS.STVGNFTSTNGVAPTPFVD.....MGVAGS.TSGIGIGFM.AGGHMLDLQLSALQSSGNGEIIS 595
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGR 692
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGR 692
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.... 721
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NTDB id 166855 APT59 RS03140 WP 059313510.1 SKNEVNAKVLVSDGETIVLGGVFSNTQTKSTTKVPMLGDIPYVGRLFRRDSVTDSKVELLIFLTPRIMNNQAIAVGR... 749
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR... 714
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