logo

NTDB id 508 SM12261 RS09235 WP 000649953.1
NTDB id 168 SP RS11270 WP 000649971.1

NTDB id 278 KZH43 RS10085 WP 000649974.1
NTDB id 237 SPD RS10760 WP 000649974.1

NTDB id 203 SPR RS10245 WP 000649974.1

NTDB id 166515 AUL54 RS21855 WP 269465406.1
NTDB id 109 BSU 35450 NP 391425.2

consensus

logo

NTDB id 508 SM12261 RS09235 WP 000649953.1
NTDB id 168 SP RS11270 WP 000649971.1

NTDB id 278 KZH43 RS10085 WP 000649974.1
NTDB id 237 SPD RS10760 WP 000649974.1

NTDB id 203 SPR RS10245 WP 000649974.1

NTDB id 166515 AUL54 RS21855 WP 269465406.1
NTDB id 109 BSU 35450 NP 391425.2

consensus

logo

NTDB id 508 SM12261 RS09235 WP 000649953.1
NTDB id 168 SP RS11270 WP 000649971.1

NTDB id 278 KZH43 RS10085 WP 000649974.1
NTDB id 237 SPD RS10760 WP 000649974.1

NTDB id 203 SPR RS10245 WP 000649974.1

NTDB id 166515 AUL54 RS21855 WP 269465406.1
NTDB id 109 BSU 35450 NP 391425.2

consensus

logo

NTDB id 508 SM12261 RS09235 WP 000649953.1
NTDB id 168 SP RS11270 WP 000649971.1

NTDB id 278 KZH43 RS10085 WP 000649974.1
NTDB id 237 SPD RS10760 WP 000649974.1

NTDB id 203 SPR RS10245 WP 000649974.1

NTDB id 166515 AUL54 RS21855 WP 269465406.1
NTDB id 109 BSU 35450 NP 391425.2

consensus

e

e LLCOT LTRSS L[ RADSCL 5 DOTFERICERN U KT ELSTE Q) L

........ MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKT:ELSTKCQDCQLWCKEGV

MSNEAGGGIHKLIDSQFSQD-R-F-PE EKHSY SEREKLKEETCHIMZLECEP QSHHA VERDEEMIR TR IR

sk %k ok %k ok ok k ok Kok k ok % ok ok ok ok Kk K ok Kok ok ok ok Kok ok ok ok ok ok kok ok sk ok ok ok F ok ok ok kK ok Kk Kk K

AT oeF AV D SeSee A et L ek HIOE L

..YKEYQFVVIPLSPDRYANRGFNQVEGLVEA
MRYKEYQFVVIPLSPDRYANRGFNQVEGLVEA

.YKEYQFVVIPLSPDRYANRGFNQVEGLVEA
BYKEYQFVVIPLSPDRYANRGFNQVEGLVEA

DSLLLRQN|3 TYNSR KFIGDLYX INAK.DFSTFSVYPD.H.VLPK EEEAHLA.
* %k 3k F %k %k Xk k * X kokkok Dok b sk DD skokokosksksk | oskoskosk oF sk ok ok sk ookoksksk Dok DD Dok Poesksk DL Dk Do %

s R B T e

AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLL:
AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLE
AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLE

AGFEYLDLLEKREERASSSKNRSERLGTELPFFIKSGVTIPKKILLIDDIYTTGATINRVKKLLE

IVARS AJKKIISAAENSAEGMN

LDRPSHHPMIRLNNEKQEKISK KERAAALEINC I)3D TIINN S AEGM NS e g ey yy
kkokokokokokok | okokokokokokoskok Dok Dokokok |1 Dokook Dskook Dok soskokokoskokoskoskokoiok T LD Do DD Do okokokokokokok | kokok Dokok Dk x| x|
S

220

220

220

220

220
S 140
S 240

non conserved
similar
>507% conserved

(>4 JES

220
220
220
220
220
139
239



