
logo MGAVEFLVGRSGSGKTKRL I IDNS IQDELRRAEPFGKP I I FLVPDQMTFLMEYELAKTPDI
MGGMIRAQVFSFSRLAWRVLQHTG

NTDB id 166458 AUL54 RS05210 WP 060963123.1 MGVEFLVGRSGSGKTRLIIDSIQDELRREPFGKPIIFLVPDQMTFLMEYELAKTPDIGGMIRAQVFSFSRLAWRVLQHTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus !! !!!!!!!!!!!!*!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo GMNSRPFLVTSTTGVQMLLRKL I EEHKHQDEFKVYQKASDKASGFTAEQVERMLTEFKRYC I
LEPEDI

VRRMAESGTASEYRGERMVLSE
NTDB id 166458 AUL54 RS05210 WP 060963123.1 GMNRPFVTTTGVQMLLRKLIEEHKHDFKVYQKASDKAGFTEQVERMLTEFKRYCIEPEDVRRMAESGTASEYRGERMLSE 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus !! !!!*!*!!!!!!!!!!!!!!!**!!!!!!!!!! !!! !!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!

logo KLHDLGS I LYQQMEKRSLADGHQYLHSEDYLTLLAEQHQI
LPLADEDVI

VKGAHR I
VYVDGFYQFTPQEFLRVLEQL IMMVHAEHI

VTFSLTADKSP
NTDB id 166458 AUL54 RS05210 WP 060963123.1 KLHDLGILYQQMERSLAGHYLHSEDYLTLLAQQLPLADVVKGARVYVDGFYQFTPQELRVLEQLIMHAEHVTFSLTADSP 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!! !!!!!!!*!!! *!!!!!!!!!!!! **!!!* *!!!**!!!!!!!!!!!! !!!!!!**!!!!*!!!!!!! !

logo SGYEQRAEPDHELENLFRMTGKSTYYKRLHYQKMAKELNALDI STCYKELHSGTEKRHQTHKTVPELACHLEASQYDEAVRPAAIAPYATEGGKQEAFLTVI
MQAAQNR

NTDB id 166458 AUL54 RS05210 WP 060963123.1 SGEQAPDELNLFRMTGSTYYKLYQMAKELNADISCKELHGTKRHQHVPELACLESQYDVRPAAAYTGGQEAFTVIQAQNR 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus ! ! !*!! !!!!!! !!!*!*! !!!!! !!**!!!*!! !! * !!!! !! !!* !!! *! !!! !!*!! !!

logo RAELEGIARE IHQASLVRDEGKGYRYKRDMVAI LAIRQPEDYKDLML
VKEVFADYEGI

LPYF IDGKASML
Q
H
NHPL I EF IRSSLDVLVKGNWRY

NTDB id 166458 AUL54 RS05210 WP 060963123.1 RAELEGIAREIQSLVRDGGYRYRDMAILIRQPEDYKDLLKEVFADYGLPYFIDGKASMQHHPLIEFIRSSLDVVKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus !!!!!!!!!!!* !!!* !!!!*!*!!! !!!!!!!!**!!!!!!! *!!!!!!!!!! *!!!!!!!!!!!!!*!!!!!!

logo EAVFRCAVKTELLFPLDNEQPKVAQKI
VREQVDQLENYC IAYGIKGDERWTKNGDERFQVYRRFVSLDDEDFAQTDQE I EMENQMLNDETRDEW

NTDB id 166458 AUL54 RS05210 WP 060963123.1 EAVFRCAKTELLFPLDQPVQKIREQVDQLENYCIAYGIKGERWTNGERFVYRRFVSLDEDFAQTDQEIEMEQMLNETREW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!! !!!!!!!! ! !*!!!!!!!!!!!!!!!!!!*!!! !*!! !!!!!!!!*!!!!!!!!!!!!*!!!*!!*!

logo

I
M
A
V
A
PPLFVQRLQKNRMKKAKTVQESKMAEALYLRFYLEDETDVPLKLDQREKRQQRAEDEADGNRI

MI EAQQHGQQAWDAVIQLLEEFAVEGMMGDEDE I
M

NTDB id 166458 AUL54 RS05210 WP 060963123.1 MAAPLVRLQNRMKKAKTVQSMAEALYLFLEDTDVPLKLDRKRQQAEEAGNMIEAQQHGQAWDAVIQLLEEFAGMMGEDEM 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus * *!! !! !!!!!!!!! !!!!! *!!*!!!!!!!! !! !!* ! *!!!!!! !!!!!!!!!!!!! !!!*!!*



logo SLADLFQQMI
LEATGATESLHTFSL IPPALDQVFVGNMDLSRMYGTSCTFVI

LGANDGVLPARPDENGVLSDDDREWLKRATI
VGVELS

NTDB id 166458 AUL54 RS05210 WP 060963123.1 SLALFQQMLETGTESLHFSLIPPALDQVFVGNMDLSRMYGTSCTFVIGANDGVLPARPDENGVLSDDDREWLRAVGVELS 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus !! !!!!!*! ! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!* *!!!!!

logo SAGGRERLLDEHFL IYMAFLSSPSDRLYVSYP IADAEGKTLLPS IMI
VVKNRLEGELFPDHHKQEKRLLSATANDEPEQVSDEEEQLMQYLVVNKQS

NTDB id 166458 AUL54 RS05210 WP 060963123.1 SAGRERLLDEHFLIYMALSSPSDRLYVSYPIADAEGKTLLPSIVVNRLGELFPDHQEKLSAADPEQVSEEEQLQYLVNKQ 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!**! !! !!!!*! !*! *!!!!!*!!!! !*!!!

logo VAQSTFYTASQLRLWTREYDE I SDVWWSATYNVLMKSEPQDHRLRQRASKKLFSSLFFRNEAVKQRLERPSVSRQLYGEHR IKQGSVSRMEATFNA
NTDB id 166458 AUL54 RS05210 WP 060963123.1 VAQTYTASQLRLWTREYEISDVWWSAYNVLMKEPDHRRAKKLFSSLFFRNEAKRLERPVSRQLYGEHIKGSVSRMEAFNA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus !!!**!!!!!!!!!!!!*!!!!!!! !!!!! !*!* !!!!!!!!!!!! ! !!!*!!!!!!!!*! !!!!!!! !!!

logo CPQFSHFASHGLHQLKERQFFKLEAPDIGQLFHSSLKL I SDRLREQKLDEWRDLTKDEQCERLNFSYDEAVERLAPKRLQKE I LLSSN
NTDB id 166458 AUL54 RS05210 WP 060963123.1 CQFSHFASHGLQLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLEWRDLTKDQCRNFSYEAVERLAPRLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!! !!!*!!!!!!!*!!!!!!!!!!

logo RHFYYVKEKLQKIVTRVSGI LSEHAKASGFVP IGLELGFGGKNGPLPPLTFQTLKNGCTMELVGR IDRVDKAESSKGLLLR IV
NTDB id 166458 AUL54 RS05210 WP 060963123.1 RHFYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGNGPLPPLTFTLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DYKSSDKGLDLAEVYYGLALQMLTYLDLS ITHSADWLGMKRATPAGVLYFHIHDPMIQASNSLPLMGLDE I EQE I FKKFKMKGL
NTDB id 166458 AUL54 RS05210 WP 060963123.1 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMKATPAGVLYFHIHDPMIQASLPMGLDEIEQEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!

logo LLGDQREAVI
V
R
SLMDTTLEQEGRSNI INAGLKKDGSLRSDSAAVGSEKRDEFDHLLTDKHVRRTFEQEQAGEAQITDGLRVS I ETPYKLMKDNKTP

NTDB id 166458 AUL54 RS05210 WP 060963123.1 LLGDREAISLMDTTLEEGRSNIINAGLKKDGSLRSDSAAVSERDFHLLTDHVRRTFEQAGEAITDGLVSITPYKLKDKTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !!!! ! * !!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !**!*!!! !!!!!! !!! !!!! !!! !!!*! !!!



logo CTYCAFKSVCQFDESLEKENEYRPSLKAEKDGKTI LDEWI
LKKEADDGDNAEHNS

NTDB id 166458 AUL54 RS05210 WP 060963123.1 CTYCAFKSVCQFDESLKENEYRSLKAEKDGTILDWLKKEADDDANS 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!!!!!!!!!!!!!!! !!!!!*!!!!!! !!!*!*!!!!! *!

X non conserved

X similar

X ≥ 50% conserved


