logo

NTDB id 166357 AVTO4 RS09025 WP 011226089.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 166357 AVT04 RS09025 WP 011226089.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 166357 AVT04 RS09025 WP 011226089.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 166357 AVTO04 RS09025 WP 011226089.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

o SR WALETSVHO PRI e LRSS

MAKRKTSLTNJSQ
....... MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTN
....... MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTN
....... MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTN
....... MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTN

A AR

Q Q
DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP
DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP

DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP

DAVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTP
N DU b b bk bk b DU L b DU E Do b b Dok b 1) BRI

LT TATR LA D R SR AV Aoty YLD

INGWHQV[NNLEGI®Y HAVDRGHLLGYALIGGLJSGFDASTSNPENIAVQTAWANQA)

PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDQNKRVR|
PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR
PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDQNKRVR|

PGWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVR]
N I

ALt L NN T

YRVTLMY|HCWE L PS |5l EAKS DGELEFNVIJVPNVQIAG BLDY) GIVT VIR 293
YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

YRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVT QY
IS

X non conserved
B similar
>50% conserved

160
139
139
139
139

240
219
219
219
219



