
logo

MEF
M
L
A
S
G
I
N
G
R
T
V
K
N
D
E
I

E
M
V

M
P
T

R
V
H
K
YCSFCNGEKVNEQDENPEQVRKRKI LIANGENDNDGAVF ICENYECVAEGLASYQSE I IYRGEEELTKAEFEKVELPKQSHNATDELAFSKEDTVI

P
T
KPKELKLDAYI L
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NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
consensus * !!*!!!!*!****!*!!!!!!!* **!* *!*!**!*!!!!!**!!!!!!!!*!!!!!!**!*!!*!!*!!!*!!!!!

logo YVGEDVENI LTLRKLLIQAADFGYDNI
V
Q
ERAQEKRGIVI FY I

VDE IDKIARKMKSGENRVS ITRDVSGEGVQQALLKI I EGSTLVVANS IVPPRQGGRKHPQN
NTDB id 1475 Cj0275 YP 002343717.1 YVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPN 239
NTDB id 166308 AVT04 RS02025 WP 002950151.1 YVGEDVENILLKLIQAADFNIERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPN 230
NTDB id 379 SMU RS04375 WP 002262816.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
consensus !!!!!!!!!!**!*!!!!****!!**!!***!!!!!!!***!!*!!!!!!!!!!!!!!!!!!!!!*****!!*!!!!!!*

logo QEFMIQIDTSKNI LFVICVGGAFDGLI ETDI LVKRQKRLGDEKVIVIGFFGDQDNANKAEKIDEDENQKSASLYLMEKQKE I EIVAPSDEDLIVQHKFGL IPELF IGRLHPVI
LAASTLNEEQ

NTDB id 1475 Cj0275 YP 002343717.1 QEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAKE..ENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNE 317
NTDB id 166308 AVT04 RS02025 WP 002950151.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKAIDDESSYMKEIVAEDIQKFGLIPEFIGRLPVLATLEQ 310
NTDB id 379 SMU RS04375 WP 002262816.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQ 311
consensus !!*!!!!!*!!!!**!!!!!!*!*!*!**!!*!**!!****! ******** *!* *!***!!!!!!*!!!!*!*!*!**

logo LNTEVEDDMLVKR I LTEPRKNAI
L
I
VKQYQKTLFLAS IYDGVNELKEFEDEQEDALEQRAIASQLKALI ERKTGARGLRS I I EEMTVML

M
VDVLMFELIPESLQYKEDYVDTCIKV

NTDB id 1475 Cj0275 YP 002343717.1 LNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIV 397
NTDB id 166308 AVT04 RS02025 WP 002950151.1 LTVDDLVRILTEPRNALVKQYQTLLSYDGVELEFDQDALEAIASKAIERKTGARGLRSIIEEVMMDVMFEIPSLEDVTKV 390
NTDB id 379 SMU RS04375 WP 002262816.1 LTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCV 391
consensus !***!*!*!!!!!*!!**!!!!*!***!!!*!*!***!! !!!**!*!!!!!!!!!!!!!!!*!*!*!!!*!* *!** !

logo

I
R ITKKEVAVDEKDGKNTDAAKAP I

L
VL IEKTRAKS I S

NTDB id 1475 Cj0275 YP 002343717.1 I.TKEVVKDNAKALLIKRKIS 417
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