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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .... l GPRVDG AQGE.ASVA 75
NTDB id 166250 AV939 RS15460 WP 057789893.1 INe|Fi3V S AR HEKBTPISENSFNDE 75
NTDB id 1203 PSJM300 01605 AFN76401.1 e KMLP 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .. OB TPMSKTK TTQ 76
NTDB id 1307 DR RS10055 WP 010888596.1 Q[e] 80
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e PPMIRVDG YDIMND QR EEIRJETDFSFE 76
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 e PPMIRVDG R YDIMND QR EEIMJETDFSFE 76
NTDB id 1202 PSJM300 01600 AFN76400.1 e PPMIRVDG R YDIMNDKQR EEIRRETDFSFE 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e PPMIRVDG R YDIMNDKQR EE/IQRETDFSFE 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 e PPMIRVDG R YDIMNDKQR EEJSRETDFSFE 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e PPMIRVDG R YDIMNDKQR EEIQRETDFSFE 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 NN M D TIELLAFSVK PPMIRVDG R YDIMNDKQR EEIQRETDFSFE 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. PIFIAEIKINZENL QNEA T AKSRART VE AN ERRIVY T GYRIYQ HEIT G5 153
NTDB id 166250 AV939 RS15460 WP 057789893.1 . DLGLPpy 18K IpNURSISRGLVLIAMUGIETG GKST LAA 154
NTDB id 1203 PSJM300 01605 AFN76401.1 . EDLIALPN L INRINARGLVLIAYGINTG GKST LAAM 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 P E DLjsILPIYTIRK I3 GI\TG GKST LA M 156
NTDB id 1307 DR RS10055 WP 010888596.1 ARFRVNAFQG VIRIAIP gy GLPyn'my TISWANZRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAFNQSJRGA AVFRTIPS)X EDLGLPIFK ERIIRGLVLVTGPTGSGKSTTLAAY 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAFNQSJRGA AVFRTIPS|X EDLGLP)JIFK [ISISRGLVLVTGPTGSGKSTTLAALY 155
NTDB id 1202 PSJM300 01600 AFN76400.1 N ARFRVNAFNQNRGAGAVFRTIPS)Y EDLG [g) F IRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 . ARFRVNFNQRGAGAVFRTIPS I[N YRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 N ARFRVNAFNQNRGAGAVFRTIPS)Y EDLGL{HNIFK I[eNE¥RG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQNRGAGAVFRTIPSI|Y EDLGL{NIFK I[epNg¥RG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQNRGAGAVFRTIPSI|Y EDLGL{NIFK I[eppNg¥RG VLVTGPTGSGKSTTLAAM 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 |ERARNENNANSE H)CRCGHN T(0)AAY G LIDNNE TIJAETGHL[®U T LHEANRJARER] 233
NTDB id 166250 AV939 RS15460 WP 057789893.1 |HEENINNNRNIE HIWSONMET{RIANAUG T1DMVH 234
NTDB id 1203 PSJM300 01605 AFN76401.1 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 INJAETGHLVF TLHEANRJANI 236
NTDB id 1307 DR RS10055 WP 010888596.1 TAAETGHLVEGTLHTNSAlg: 239
NTDB id 1283 ACE17W RS02630 WP 010947729.1 RDLETIRLA TAAETGHLVFGTLHTNSAK 235
NTDB id 1259 GC085 RS10305 WP 010947729.1 RDLETIRLA TAAETGHLVFGTLHTNSApKK 235
NTDB id 1202 PSJM300 01600 AFN76400.1 ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTENS AJAK 235
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTJNSARIK 235
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTENS AJNK 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ALRSALREDPDIILVGE RDLETIRLA TAAETGHLVFGTLHTNSARIK 235
NTDB id 1040 HON27 RS13360 WP 000355489.1 ALRSALREDPDITILVGE RDLETIRLA TAAETGHLVFGTLHTNSABK| 235
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PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
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ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
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FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
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