
logo

MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLA
M
A
LGI

V IGGIGLLWAQLGLQAGWAGAVAVAPLLALGAAGLALLWDHARPLVLALAVLAV
NTDB id 165976 AUC44 RS05095 WP 082688953.1 ........................................MAGVIGGILLALGQAWGVAALLAGAGLALWHARPVLLALV 40
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLA 80
consensus **************************************** !*!!!! !! *!* *!! !!*!!! *!!!*! !

logo

A
LLGGAGALGW

Y
A
GSAHALQVALRTERPDNRTI

L
A
TPWFIGALQVTLVQRGEHWDGQFLTLDRDEPKPARLVATLAPKPRTQGPGERLVRVVASGRL ILARPDEGRR I

TPGGF
NTDB id 165976 AUC44 RS05095 WP 082688953.1 ALGGAAGWASAHAVLTRPNTLTPWFGAQVTVQGEWDGQFLTLRDPPARLTLAPKPTQGPGRLRVSGRLLAPEGRRTPGGF 120
NTDB id 1311 DR RS09490 WP 010888489.1 LLGGGLGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGF 160
consensus !!!* !**!!! ! * !! !! !!* !*!!!!!!!! *!*!!* !!!!! !!!! * ! !!!* !*!!! !!!!

logo DQAAWFLRASQGGLLSVPVTPGKAGAVLVGRAERVKREKFHQVPEQGRGLRGWFRRGLSTATGHLSTEPRNQAGALMQTAI
VELGDERGDIGSREQTFDSEGEFASVRDA

NTDB id 165976 AUC44 RS05095 WP 082688953.1 DQAAWFRAQGGLLSVTPGGALVGARVREFQPQGGLRGWFRRGLTTGLTERQGALMQAIELGDRGDISREQFSEGEAVRDA 200
NTDB id 1311 DR RS09490 WP 010888489.1 DQAAWLRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDA 240
consensus !!!!! ! !!!!! *!! * !! ! !* * ! !!!!!!!!!!* *!**!**!!! !*!!!*!!!! !! ! !! !!!!

logo FARAGLAHLMALSGQNVAI
LLTGATL I LWLLGTRWLGAARPASWRFYGLPAVAGLLGPFPYLLLLVGQASSTAPS ITRAVLMGGAVAVLLALAML

VGRGR
NTDB id 165976 AUC44 RS05095 WP 082688953.1 FARAGLAHLMALSGQNVAILTGALILLLTRLGAAPAWRFGLPVGLLGPYLLL.VQSSASITRAVLMGGAVLLALALGRGR 279
NTDB id 1311 DR RS09490 WP 010888489.1 FARAGLAHLMALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGR 320
consensus !!!!!!!!!!!!!!!!!!*!!! !! !! !!! ! !!*!!! *!!**!!!!*! **!!!!!!!!!! !!!! *!!!!

logo PDPLGI
V
I
VALATALSACLLLFPLWLLTDVGFQLSFLAVLAGLLTLQSEGKRLVADGLRLPGQRWPQRWLKRLAGLAATLVLAEALAGTLPVIAGHNTFGQLV

NTDB id 165976 AUC44 RS05095 WP 082688953.1 PDPLGVIALAALACLLLFPLWLTDVGFQLSFLAVLALTQSERVAGLLPGRWPRWLRLGLAATLLAEAGTLPVIAGTFGQV 359
NTDB id 1311 DR RS09490 WP 010888489.1 PDPLGIVALTASACLLLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQL 400
consensus !!!!!**!! ! !!!!!!!!!! !!!!!!!!!!!!*! ! **! !! !!! !!*!*!!!!*!!! *!!!!!!* !!!*

logo PLVGLPANLLAAEGP I
LMAAVLVPLGFLAGLLGPALAGGLLPLVNVWAVNVAGPVLADSALLLWVAQRTFGHSAPVLGNWGQTLVGAVGGFLAYAGALAAVLVAGMW

NTDB id 165976 AUC44 RS05095 WP 082688953.1 PLVGLPANLLAEGLMAALVPLGFLAGLLGPLALPLNVVNGVLADALLLVARTFGHAPVLNWGQVGVGGFLAYGAAVLAGW 439
NTDB id 1311 DR RS09490 WP 010888489.1 PLVGLPANLLAAPIMAVLVPLGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGM 480
consensus !!!!!!!!!!! **!! !!!!!!!!!!!!! * **! **!! !!! !! !!!*!!!! !! *! !!!!!!* ! *!!

logo

G
LWLLGRVRAGPQAALGTI

T
A
WLACALALLSTTWLPAGQRLHRPARELVVFLDVGQGDASTL ILRLVPGHLTMVLVDAGGGSVGSDYDVGARGHTVLVPATLRA

NTDB id 165976 AUC44 RS05095 WP 082688953.1 LWLLGRVRAPAALGTWLACLLLTTLPGRLHPAREVVFLDVGQGDSTLIRLPHLTVLVDAGGSVGSDYDVGAHTVVPTLRA 519
NTDB id 1311 DR RS09490 WP 010888489.1 GWLLGRVRGQAALTIALACAALSWLPAQLRPARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRA 560
consensus !!!!!!!**!!! !!! !* !!* !*!!!!*!!!!!!!!! !!*!*!*!!*!!!*!!!!!!!!!!! *!!*! !!!



logo LGVRKTLDVLVVATHADTDHI EGALASSVLRGQLPVGELVWI
VGQLRKKAGTDDPVLDTAVLLTAAQRERHNVPVREQI

VRRGDQVTASDGGPAVKSLVTAV
NTDB id 165976 AUC44 RS05095 WP 082688953.1 LGVRTLDVLVATHADTDHIEGAASVLRQLPVGEVWIGQRK..TDDPVLTAVLLAAQERHVPVREVRRGDQVTSDGASLTV 597
NTDB id 1311 DR RS09490 WP 010888489.1 LGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTA 640
consensus !!!! !!!*!!!!!!!!!!!! !!!! !!!!!*!*!! !** !!!!! !!! !! !!*!!!! *!!!!!!! * *!

logo LWPAVGNTAVWSTAEDNDNSVALRLVEDSGRGPFWRAAFLLGDLPDPAEAGLTI
L
A
G
P
VGHPLNTLLKAAHHGSRHYSSTGSAEAVFLLAKQTVKTPKPDTVLVI SVGR

NTDB id 165976 AUC44 RS05095 WP 082688953.1 LWPAGTAWSTEDNDNSVALRLESRGWRAAFLGDLPDPAEGTLAVGPLNLLKAAHHGSRHSSSAAFLAQVTPPDTVISVGR 677
NTDB id 1311 DR RS09490 WP 010888489.1 LWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGR 720
consensus !!! ! !!! !!!!!!!!!*! **!!! !!!!!!!!!* ***! ! !!!!!!!!!!*!* ! ! !*! *!!!!!

logo NTYGHPHTPQADVLADR I
LAAQAGHASKRAVWRTDQLVGTI

VRWPLVP
NTDB id 165976 AUC44 RS05095 WP 082688953.1 NTYGHPHPDVLARLAQAHSRAWRTDQLGTIRWPVP 712
NTDB id 1311 DR RS09490 WP 010888489.1 NTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus !!!!!!** !! !*! !* * !!!!!*!!*!!!*!

X non conserved

X similar

X ≥ 50% conserved


