logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
1659
1334
1245
1211
1214
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
62 AUC43 RS06365 WP 068191145.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

K KKLEELS KKDEE&;KAL@'SAMKQEK E Kf.' VBL

AK.

MATK...KKTNFDDITKKYGA MRLG
.MAK. . .KPKKLEEISKKFGA IMRLG
.MAK. . .KPKKLEEISKKFGA IMRLG
.MAK. . .KPKKLEEISKKFGA IMRLG
.MAK...KPKKLEEISKKFGA IMRLG
.MAK...KPKKLDEISKKFGA IMRLG
MAK. . .KPKKLDEISKKFGA IMRLG
.MAK. . .KLKKNEEITKKFGD i MRLG
.MAK. . .RIKKTEEITKKFGD i\ MRLG
.MSK....DATKEISAPTDAK

.MAVATDKASKADKAETNVAA

MAKTETTSPND

SIKALEVAA LINN I EKSIF GK G

RIKALEWAA LENN I EKBJF GK G
SKALAAALAQIEKSFGKGAIM

k1 skokok ok ok

NNNNNNNNNNN N NEES N N NE NN NN NN NN N

LDpy
E

RN

Y

YN

il

Y




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
165962 AUC43 RS06365 WP 068191145.1
1334 RAOC RS04870 WP 004918236.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

Tk DT ERDID DR % #6101 % 1x

0 ATt A ENERAL o Mo

ANOKHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPRY AINALGVN
ANOKRGGINAF IDAEHALDPRY AINALGVN
ANNQKRGCINAF IDAEHALDPRY AINALG VN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPIY AFNLGVN
ANQKNGGINAF IDAEHALDPRY AINALGVN
ARUOFNGGNAF IDAEHALDPYY AMALGVN
ARYQKNGGA IDAEA DPESY ApNLGVN

AQAQKAGGTCAFIDAEHALDPVYARALGVN DELL

AIFNQKISGGIYENAF ID AEHAJIDISS]Y AL G

AlFNQKNIGGIWNAF IDAEHAJDIIY AISL.G N EL
AINMQOKINGGUIMAF IDAEHALDEANY AJSUL G V Ng¥D Ll

AIMEOKINGGUASAF IDAEHALDESIY AJQHL.GV iy
AINSOKINGGUAMAF IDAEHALD\SIY AJSHLGV g

AQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELL

VGAF DAEHARIDPNY ARINL G VY
VOAF DAEHARIDPNY ARINL G V]
INSAFIDAEHALD|MNY ADISL G V]S

VOAF DAEHARDPYY ARISL G V]S
F

AEWAQ WIGREN®MAF DAEHALDPMYA[SLGVN D LL

NI

Plsksksksksr ook 11

SQPDYGEQALEIY
QPDRGEQALEIN
SQPDRNGEQALEIN
SQPDRGEQALEIN
L SQPD GEQALEIM
SQPD GEQALEINM
SQPDGEQALEIS
GEQALEI[®
GEQALETI[®
GEQALEI[®
GEQALEIN
GEQALEI®
GEQALEI®
SQPDEIGEQALEIN
SQPDRNIGEQALEIN
SQPD GEQALEI
EEIEE

*

|

—E%

10

Ikosksk |oskokox

J

)

156
155
155
155
155
155
155
155
155
140
142
154
158
150
141
143
143
158
142
142
142
150
141
141
141
141
141



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
1659
1334
1245
1211
1214
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

62 AUC43 RS06365 WP 068191145.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

DDV

DSVAALVPKAEI
AET

AETI

AETI

AETI

VDSVAALVP AEI
VDSVAALVP AETI
AET

VDSVAALHP AEI
DSVAALVPK E
VDSVAALWPKAET
VDSVAALWPKAET
VDSVAALIWPKAET
VDSVAALWPKAET
VDSVAALINPKAET
VDSVAALVPKAET
VDSVAALVPKAEI
VDSVAALVPKAETI
DSVAALVPKAEI
VDSVAALWPKAET
VDSVAALWPKAET
VDSVAALWPKAET
VDSVAALINPKAET
VDSVAALVPKAETI

50, 5V L. S ol

G MGDSHVGLQAR
GDMGDSHVGLQAR
GDHMGDSHVGLQAR
GDMGDSHVGLQAR
GDHMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIWEGLQAR
GDMGDS VGLEIAR
GDMGDS  GLEIAR
GDMGDEHVGLQAR
GDMGD[HVGLQAR
GDMGD[HVGLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGD HVGLQAR
|

R Lk D Lal Lor e Lkl |

A f

*%x ok kk kx

!

afiG

235
234
234
234
234
234
234
234
234
219
221
233
237
229
221
223
223
237
221
221
221
229
220
220
220
220
220



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
1659
1334
1245
1211
1214
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

)

. .NTQIEGTGDQK
. .NTQIS4GTGDQK
. .NTQIS4GTGDQK
. .NTQIS4GTGDQK
. . STQI¥EGTGDQK
. . STQIESGTGDQK
. . TTQIS4GTGDQK
.NTQIS4GTGEQK

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

62 AUC43 RS06365 WP 068191145.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

N
..N
..N
.G
..G
.G
..G
.G
.G
..G
.G
..G

.G

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

AKVVKNKVAPPF

K VVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK APIPF
KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

PR RN

IM GEGISSTGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
INYGEGIS
IMYGEGIS
IMYG GIS

JETRANNR ekl 155 Emibe

UUOUUNNNZXWWNNZ

SISES
<<

[CA-IASESIvASEsI>NL]

=

ol A

311
310
310
310
310
310
310
310
310
291
293
306
310
306
293
295
295
309
293
293
293
301
292
292
292
292
292



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
1659
1334
1245
1211
1214
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

62 AUC43 RS06365 WP 068191145.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

Q Bl 'é.DE

‘QVBE EFL P

LDDSEVAETEEETT

el

..... ASKTKAKAKKEEKAVETEEIELELE

IDGEEVSEQDTENK . .PKKEEA. .VNEEVPLDLG
IDGEEVSEQDTENK . .PKKEEA. .VNEEVPLDLG

IDGEEVSEQDTENK . .PKKEEA. .VNEEVPLDLG

IDGEEVSEQDTENK . .PKKEEA. .VNEEVPLDLG

IDGEEIAES....K . .AAQVDS..VNEEVTLDLG

IDGEEAAES. .. .K ....VAQVDS..VNEEVTLDLG

LEESEEESAMAVAS.....E....... E....... TDDLALDLD

IEEDNTEEKQSSKE.....K....... ETDEK. .ADKNLVLELD

DNNGVVQQQAEETQ. . . .. ERL.EFE.E................

SDVPEEDLPTTEDE. . . ... QI.NILPDDST..... EE......

MAATRAGNAGEAPALAPAPAA .PEAABA . .. ... ...,

..... VIPVDMAGPEDG I

..... ISGSEDD.E P

..... IMPLPDE.P.. e

..... IMPLPDE.P.. I

K IGOG [NAREY LIGENPEIN [ [0 RIGEEA S35 - SVLKATA.SDSNPBSDVEE. . . ... FSEEEL. . ...
MINKIGOG N W LISENPEIF EI NS RISEYG |a00: Pumu ITEGTQD.ETDGER. ... ........ PEE.......
MINKIGQG N A LIENPEIN EI INQ RISBYG [o300: SN ITEGTQD.ETDGER. ... ........ PEE.......
INKIGOG N\ W LISENPEIS EI 84 RISEYG |300:upum ITEGTQD.ETDGER. ... ........ PEE.......
..... GAVTLA. .EEVEB. . ... ..., ..

NANKIGOG MNAMY LISENPEIINGE 84 RIVERHIS N MQLIAET.SSAABBVEFGA. .. ... VPEEF......
KIGOG IINAMY LISENPEIINGY 84 RIAVEABIIZ0) P MQLIAET.SSAABBVEFGA. .. ... VPEEF......
QGNGHAa e NNV T REBAEIAINAS T A VIBIEQLLTKAS . . . . . DQTAA.H.DETEBEPDLL. ....... ES........
QGNESREINER NNV I RYF EY NER{ABSER NBIEQLLTTGT. . . . . NGAVQ.I..EDEBSPDLL........ LES.......
RKIGQG INAING LIRENPEIEWNET (8] RINGRT 1) WU NTKATPV.AEDLABADT . . ... ..............

*

386
379
379
379
379
375
375
371
376
348
355
363
365
343
343
347
347
372
348
348
348
352
354
354
349
349
347



logo

DELEIELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 Do, 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 DELEIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 DELEIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 DELEIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 DELEIEIEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 DELEIEIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 DELEIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 NGIEIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 DTIELED.. 383
NTDB id 115 BSU 16940 NP 389576.2 ......... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ......... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ......... 363
NTDB id 165962 AUC43 RS06365 WP 068191145.1 ......... 365
NTDB id 1334 RAOC RS04870 WP 004918236.1  ......... 343
NTDB id 1245 Cj1673c YP 002345041.1 ......... 343
NTDB id 1211 C694 RS00795 WP 000963128.1  ......... 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ......... 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ......... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ......... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ......... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1  ......... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ......... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ......... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ......... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ......... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ......... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 ......... 347
consensus

X non conserved
B similar
> 507 conserved



