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NTDB id 593 KW2 RS05130 WP 021037147.1 MNLIL...........ENLLGHLLLEKDISAFN.NFTDQVNNE..NKLIKIGAMTSVNANKVRCNRCGTIHIKT...NVK 63
NTDB id 277 KZH43 RS10090 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 236 SPD RS10765 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 202 SPR RS10250 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 167 SP RS11275 WP 000867616.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 507 SM12261 RS09240 WP 000867722.1 MKVN............PNYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVN............PNYLGRLFTENELT..........KEE..RQLAEKLPAMRKEKGKLFCQRCDSAI.LD...EWY 52
NTDB id 615 LCA RS02545 WP 011374200.1 ...................MGQQVIACGRQFTAAQLADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TC 57
NTDB id 165320 AOX59 RS18260 WP 237049324.1 ................................................................................ 0
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGY....ITAENSISINKRRYRCNRCGQTDQRYFSFYHS 76
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NTDB id 593 KW2 RS05130 WP 021037147.1 LPIGAFFCPTCLELGRVRSDEYFYHLPQQD...FP.EKTYLRWTGKLTENQEKISDALCQQITN.NQKLLVQAVTGAGKT 138
NTDB id 277 KZH43 RS10090 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQED...FP.KQDVLKWRGQLTPFQEKVSEGLLQAVDK.QKPTLVHAVTGAGKT 127
NTDB id 236 SPD RS10765 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQED...FP.KQDVLKWRGQLTPFQEKVSEGLLQAVDK.QKPTLVHAVTGAGKT 127
NTDB id 202 SPR RS10250 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQED...FP.KQDVLKWRGQLTPFQEKVSEGLLQAVDK.QKPTLVHAVTGAGKT 127
NTDB id 167 SP RS11275 WP 000867616.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQED...FP.KQDVLKWRGQLTPFQEKVSEGLLQVVDK.QKPTLVHAVTGAGKT 127
NTDB id 507 SM12261 RS09240 WP 000867722.1 LPIGTYYCRECLLMKRVRSDQSLYYFPQED...FP.KQDVLKWRGQLTPFQDKVSQGLLQAVDK.QEPSLVHAVTGAGKT 127
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LPIGAYYCRECLLMKRVRSDQVLYYFPQED...FA.KQDILKWRGQLTPFQEKVSEGLIQAVDK.QEPILVHAVTGAGKT 127
NTDB id 615 LCA RS02545 WP 011374200.1 LPDGRHYCAQCLLFGRLVEGDWLYTVPECH..LFENNIPKLTWEGQLTPHQEKAAQAVVEVVQT.QKRHVLTAVTGAGKT 134
NTDB id 165320 AOX59 RS18260 WP 237049324.1 .............MGRVMECLSLYEWTGHD.YQWPSHTDACTWTGNLTAAQQKASNQITEAISHSRKELLIWAVCGAGKT 66
NTDB id 108 BSU 35470 NP 391427.1 SGKNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKS..IKLTWDGKLSSGQQKAANVLIEAISK.KEELLIWAVCGAGKT 153
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NTDB id 593 KW2 RS05130 WP 021037147.1 EMIYQLIEQILSHGGSVGLASPRIDVCIELHQRLSRDFTC.QIPLLYHEG.DSYFRSPLVVMTSHQLLRFKEAFDLLIID 216
NTDB id 277 KZH43 RS10090 WP 000867601.1 EMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVD 205
NTDB id 236 SPD RS10765 WP 000867601.1 EMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVD 205
NTDB id 202 SPR RS10250 WP 000867601.1 EMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVD 205
NTDB id 167 SP RS11275 WP 000867616.1 EMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVD 205
NTDB id 507 SM12261 RS09240 WP 000867722.1 EMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQKDFAC.EIALLHGES.EPYFRTPLVVATTHQLLKFYQAFDLLIVD 205
NTDB id 535 SMSK321 RS10515 WP 000867726.1 EMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQDDFAC.EISLLYGES.EPYFRTPLVVSTTHQLLKFYQAFDLLIVD 205
NTDB id 615 LCA RS02545 WP 011374200.1 EMLFQGILVALQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVD 214
NTDB id 165320 AOX59 RS18260 WP 237049324.1 EMLYPGIAEALKLRKRICIATPRADVVRELLPRLRAAFSDIYIQGLYGGSLEKDGTAQLIIATTHQLLRYSNAFDVMIID 146
NTDB id 108 BSU 35470 NP 391427.1 EMLFPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIID 233
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NTDB id 593 KW2 RS05130 WP 021037147.1 EVDAFPFRDNDMLYFALENAKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK..... 291
NTDB id 277 KZH43 RS10090 WP 000867601.1 EVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNR 285
NTDB id 236 SPD RS10765 WP 000867601.1 EVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNR 285
NTDB id 202 SPR RS10250 WP 000867601.1 EVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNR 285
NTDB id 167 SP RS11275 WP 000867616.1 EVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNR 285
NTDB id 507 SM12261 RS09240 WP 000867722.1 EVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSR 285
NTDB id 535 SMSK321 RS10515 WP 000867726.1 EVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKC 285
NTDB id 615 LCA RS02545 WP 011374200.1 EVDAFPFVDNPVLATAVEQACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGR 294
NTDB id 165320 AOX59 RS18260 WP 237049324.1 EVDAFPYTKDPTLPFTTERARNKTGTTIYLTATPRKDYKRRMTEKKLPYLFVPRRFHNHPLPVPSLQMCFSLKKNLANSQ 226
NTDB id 108 BSU 35470 NP 391427.1 EVDAFPYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNK 313
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NTDB id 593 KW2 RS05130 WP 021037147.1 ........FIEQRKTGFPLLIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGV 363
NTDB id 277 KZH43 RS10090 WP 000867601.1 LSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGV 365
NTDB id 236 SPD RS10765 WP 000867601.1 LSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGV 365
NTDB id 202 SPR RS10250 WP 000867601.1 LSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGV 365
NTDB id 167 SP RS11275 WP 000867616.1 LSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGV 365
NTDB id 507 SM12261 RS09240 WP 000867722.1 LSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGV 365
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGV 365
NTDB id 615 LCA RS02545 WP 011374200.1 LPKRLERDCQTY.LKTQQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGV 373
NTDB id 165320 AOX59 RS18260 WP 237049324.1 LPDPFYKWFSRRKNAYRQLLIFVPTISLAETMTQKLANRLSQFDIMAVHASDENREEKVQAFRDKQYQILVTTTILERGV 306
NTDB id 108 BSU 35470 NP 391427.1 IPPAVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKG..VHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGV 391
consensus *********************!***************************************!!*********!*!!!!!!

logo TVFKSPKNSC I
V
A
Q
D
T
V
A
G
L
FVI

L
V
D
N
G
E
S
A
G
E
N
S
H
M
P
S
T
R
I
N
V
LFDNTEKASVASLVIQMIAGGRTAVGRDHSPSKMEKDDYRAPQDTNGELPDVLHISVLYFYFYHFQSDDGYKLSTNEKLRTAASMICLTKDEGQKACQRVIRKHQSE I IKQETKQMQMNEQRKLREGAARGKRFLHLVEQCSTDV

NTDB id 593 KW2 RS05130 WP 021037147.1 TFSSIDVFVINSEHPNFTKSALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 277 KZH43 RS10090 WP 000867601.1 TFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 TFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 TFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 TFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 TFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 TFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 615 LCA RS02545 WP 011374200.1 TFKNVAVLVLGAEHMVFNEAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 165320 AOX59 RS18260 WP 237049324.1 TFPSVDVAVLDAGHTVFDEAALVQIAGRAGRSPDDPDGEVVFFHDGKTEAMTEAVRSIIKMNKRGGFH.... 374
NTDB id 108 BSU 35470 NP 391427.1 TVPKVQTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
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